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An error in Table 2 concerning the structure of bendamustine and its metabolites M3,  M4  and HP2 and the internal standard BM-IS has
ow been corrected, by placing the bis(2-chloroethyl)amino group (or its hydrolysed derivative in case of HP2) at the 5-position of the
enzimidazole moiety.
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Table  2
Analytes with their selected mass transitions and proposed fragmentation pathways.

Compound Transition Proposed fragmentation

Bendamustine 358 → 228

M3  374 → 338

M4  344 → 186

BM-IS 372 → 354

HP2 322 → 304

�-Dansyl-l-arginine 407 → 170
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