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Cellular senescence, that is, the withdrawal from the cell cycle, combined with the

acquirement of the senescence associated secretory phenotype has important roles

during health and disease and is essential for tissue remodeling during embryonic

development. Osteoclasts are multinucleated cells, responsible for bone resorption,

and cell cycle arrest during osteoclastogenesis is well recognized. Therefore, the aim

of this study was to investigate whether these cells should be considered senescent

and to assess the influence of hypoxia on their potential senescence status.

Osteoclastogenesis and bone resorption capacity of osteoclasts, cultured from

CD14+ monocytes, were evaluated in two oxygen concentrations, normoxia (21%

O2) and hypoxia (5% O2). Osteoclasts were profiled by using specific staining for

proliferation and senescence markers, qPCR of a number of osteoclast and

senescence-related genes and a bone resorption assay. Results show that during in

vitro osteoclastogenesis, osteoclasts heterogeneously obtain a senescent pheno-

type. Furthermore, osteoclastogenesis was delayed at hypoxic compared to

normoxic conditions, without negatively affecting the bone resorption capacity. It

is concluded that osteoclasts can be considered senescent, although senescence is

not uniformly present in the osteoclast population. Hypoxia negatively affects the

expression of some senescence markers. Based on the direct relationship between

senescence and osteoclastogenesis, it is tempting to hypothesize that contents of

the so-called senescence associated secretory phenotype (SASP) not only play a

functional role in matrix resorption, but also may regulate osteoclastogenesis.

K E YWORD S

cellular senescence, hypoxia, osteoclastogenesis, osteoclasts

1 | INTRODUCTION

The term cellular senescence was introduced in the early 1960's

(Hayflick & Moorhead, 1961), based on the observation that normal

human fibroblasts stopped proliferating over time, which was

speculated to be the underlying cause of aging. Currently, the

process of cellular senescence is recognized as having important
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roles in both health and disease. It is often linked to tumor

suppression, as cell cycle exiting after malignant transformation

prevents tumor growth (Collado & Serrano, 2010), but more recently

senescent cells have also been identified during embryological

development in mammals and birds (Muñoz-Espín et al., 2013;

Nacher et al., 2006; Storer & Keyes, 2014; Storer et al., 2013).

Developmental senescence, which is independent of DNA damage

and dependent on the cyclin-dependent kinase inhibitor p21, leads

to the recruitment of macrophages to clear the embryo from the

senescent cells (Muñoz-Espín et al., 2013). Hence, it is essential in

tissue remodeling during embryonic development.

Cyclin-dependent kinase inhibitors, like p16 and p21 are well-

knownmarkers of senescent cells; they indicate cell cycle exit (Muñoz-

Espín & Serrano, 2014). Their presence often coincides with the

absence of Ki67, which is present in actively proliferating cells (during

G1, S, G2, and M phases of the cell cycle), but absent in resting (G0

phase) cells (Gerdes et al., 1984; Scholzen & Gerdes, 2000). Exit from

the cell cycle is also a feature of quiescent cells (Terzi, Izmirli, &

Gogebakan, 2016). In contrast to the quiescent state, senescent cells

acquire the so-called senescence associated secretory phenotype

(SASP) (Terzi et al., 2016), characterized by the production and

secretion of soluble signaling factors (Coppé, Desprez, Krtolica, &

Campisi, 2010). The most widely used histological method to

differentiate between quiescent and senescent cells is positivity for

the senescence associated beta-galactosidase staining (Dimri et al.,

1995; Itahana, Campisi, & Dimri, 2007).

Cellular senescence is also observed in healthy adult individuals

and considered to be physiological. Both megakaryocytes, formed by

endomitosis without cytokinesis (Besancenot et al., 2010) and

placental syncytiotrophoblasts, formed by fusion of cytotrophoblasts

(Chuprin et al., 2013) become senescent during their development.

Senescence of these cells is speculated to play an essential, yet largely

unexplored, role in their specific function while it limits oncogenic

transformation.

Osteoclasts contain multiple nuclei as well. They are formed by

fusion from monocyte precursor cells under the influence of M-CSF

(Dobbins et al., 2002; Van Wesenbeeck et al., 2002) and RANK-L

(Lacey et al., 1998; Wong et al., 1997; Yasuda et al., 1998). A fairly

recent concept of osteoclasts is that they can renew themselves by

fusion of new mononuclear precursor cells, by splitting off multinucle-

ated daughter cells (fission) or even by fusion of existing multinucle-

ated cells (Jansen, Vermeer, Bloemen, Stap, & Everts, 2012). They

show several characteristics of senescence, such as being beta

galactosidase positive at pH 7.0–8.0 (Kopp, Hooper, Shmelkov, &

Rafii, 2007) but also at pH 6.0 (Chen et al., 2007), which is a hallmark of

senescent cells (Dimri et al., 1995). The necessity of cycle arrest during

osteoclastogenesis is well recognized (Kwak et al., 2005; Kwon et al.,

2016; Mizoguchi et al., 2009; Sankar, Patel, Rosol, & Ostrowski, 2004;

Takahashi, Muto, Arai, & Mizoguchi, 2010; Zauli et al., 2007) and

indeed several different cyclin dependent kinase (CDK) inhibitors,

among others p21, p27 and p38, are reported to be expressed during

osteoclast differentiation (Chen et al., 2007; Cong et al., 2017;

Okahashi et al., 2001). Further, they secrete hydrochloric acid and

proteases, among others cathepsin K and matrix metallopeptidase 9

(MMP-9) (Odgren, Witwicka, & Reyes-Gutierrez, 2016) that can

degrade bone, which are also found in the SASP (Coppé et al., 2010).

However, only Chen et al. (2007) regarded osteoclasts as senescent

cells, whereas others described them as being quiescent (Kwak et al.,

2005; Kwon et al., 2016; Mizoguchi et al., 2009; Sankar et al., 2004;

Takahashi et al., 2010; Zauli et al., 2007), leaving the exact

classification of these cells and the role of senescence in their

functioning open to debate.

Osteoclasts are closely associated with vessels and play an

important role during embryonic and post-natal skeletal develop-

ment, as well as in pathologic conditions of the skeleton such as

periodontitis (Hienz, Paliwal, & Ivanovski, 2015) and rheumatoid

arthritis (Harre & Schett, 2017). In all activities hypoxia plays an

important role: the hypoxia inducible transcription factor (HIF)

stimulates angiogenesis and new bone formation (Shomento et al.,

2010; Wang et al., 2015). Furthermore, hypoxia and more

importantly, subsequent reoxygenation have a stimulating effect

on the differentiation and bone resorbing capacity of osteoclasts

(Arnett et al., 2003; Fukuoka, Aoyama, Miyazawa, Asai, & Goto,

2005; Knowles, 2015), possibly mediated by HIF-1α. Mechanisti-

cally, hypoxia and reoxygenation activate nuclear factor kappa-light-

chain-enhancer of activated B cells (NF-κB) (Rupec & Baeuerle,

1995) and the production of reactive oxygen species (Granger &

Kvietys, 2015), which are both linked to the induction of senescence

and the SASP (Acosta et al., 2013; Hubackova, Krejcikova, Bartek, &

Hodny, 2012; Nelson et al., 2012). Reoxygenation is essential, as

culturing osteoclasts under constant hypoxia led to extensive cell

death and dramatically reduced numbers of osteoclasts (Knowles &

Athanasou, 2009). However, it remains undetermined how oxygen

tension and potential senescence are related and how these factors

may affect osteoclast function.

The aim of this study was to investigate the profile of osteoclasts

to answer the question whether these cells should be considered

senescent or not and to assess the influence of hypoxia on osteoclast

function and senescence status. We hypothesized that functional

osteoclasts have a senescent phenotype that is stimulated by hypoxia.

To verify these hypotheses, we studied osteoclastogenesis and bone

resorption capacity of osteoclasts, cultured from CD14+ monocytes

under the influence of M-CSF, RANK-L in two oxygen concentrations,

that is, normoxia (21%) and hypoxia (5%). Osteoclasts were profiled by

using specific staining for proliferation and senescence markers, qPCR

of a number of osteoclast and senescence-related genes and bone

resorption assay.

2 | MATERIALS AND METHODS

2.1 | Monocyte isolation

Buffy coats from healthy donors were obtained with donor's consent

from Sanquin Blood supply (Amsterdam, the Netherlands). Peripheral

blood mononuclear cells (PBMCs) were isolated from the buffy coats

using Ficoll–Paque density centrifugation (Ficoll–Paque PLUS, GE
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Healthcare). Monocytes were positively selected by magnetic-

activated cell sorting (MACS) with anti-CD14 labeled microbeads

(Miltenyi Biotec, Cat# 130-050-201, RRID:AB_2665482) according to

the manufacturer's instructions, using an autoMACS (Miltenyi Biotec).

Purity of the isolated monocyte population was confirmed using flow

cytometry on a FACSCanto II cytometer (Becton Dickinson) after

incubation with a monoclonal mouse anti-human CD45-FITC/CD14-

PE dual-tag antibody (Beckman Coulter, Cat# 6603909, RRID:

AB_2665483). Purity was on average >90%.

2.2 | Osteoclastogenesis

Isolated CD14+ monocytes were either seeded on glass in Nunc®

Lab-Tek® II 8 wells Chamber Slides (Sigma–Aldrich, St. Louis, MO) or

in plastic 96-wells tissue culture plates (Cellstar, Greiner Bio-One) at

a cell density of 3.0 × 106 cells per cm2, corresponding with a cell

concentration of 2.2 × 106 cells per chamber and 1.0 × 106 cells per

well (for quantitative PCR and Western blotting). For the bone

resorption assay, 1 × 105 monocytes per well were seeded on top of

bovine cortical bone chips in 96-well plates according to Limonard

et al. (2016). The culture medium consisted of αMEM (Thermo Fisher

Scientific, Waltham, MA) supplemented with 10% fetal bovine serum

(16000-044; Gibco, Thermo Fisher Scientific), 1% Penicillin/Strep-

tomycin (P11-010; GE Healthcare Life Sciences), 1% Fungizone

(15290; Invitrogen, Carlsbad, CA), 10 ng/ml of macrophage colony

stimulating factor (M-CSF, R&D Systems) and recombinant human

nuclear factor kappa B ligand (RANK-L, Peprotech) dissolved in 0.1%

human serum albumin in PBS (HSA/PBS). Cell cultures were

maintained at 37 °C, 5% CO2 and 5% or 21% of O2 and media

were changed twice weekly. In total three experiments were

performed, each making use of three different donors and cells

cultured at 5% or 21% of O2. Cells were harvested after 1 day (n = 3),

1 week (n = 6), 2 weeks (n = 6), and 3weeks (n = 3) of culturing

(Supplementary Table S1).

2.3 | Immunocytochemistry

One, seven, fourteen, and twenty-onedaysculturedcellswere fixatedat

room temperature for 10min in 4% paraformaldehyde in PBS. After

washingwithPBS, cellswere incubatedwithPBScontaining 0.2%Triton

X–100 (Sigma–Aldrich) followed by washing in PBS. Thereafter, an

incubationwith10%normal goat serum inPBSwasperformed to reduce

background staining followed by incubation with the different primary

antibodies: Monoclonal rabbit anti Ki-67 (13.3 μg/ml; Thermo Fisher

Scientific Cat# RM-9106-S0 RRID:AB_2341197), anti p21 (2.5 μg/ml;

Santa Cruz Biotechnology, Dallas, TX, Cat# sc-471 RRID:AB_632123)

and anti p16 (6.7 μg/ml; Santa Cruz Biotechnology Cat# sc-1207 RRID:

AB_632106). Goat anti rabbit\biotin (4 μg/ml; Vector Laboratories,

Burlingame, CA, Cat# BA-1000 RRID:AB_2313606) in PBS containing

5%normal goat serumwasemployed as a secondary antibody.Antibody

binding was made visible using 3,3′-diaminobenzidine (DAB; Dako) and

nuclei were counter-stained with hematoxylin (H3404, Vector).

Subsequently, TRAP staining was performed according to the

manufacturer's instruction using a commercially available kit (Leukocyte

Acid Phosphatase Staining Kit, Sigma–Aldrich). Staining for senescence

was performed at 7 and 14 days by incubating the cells overnight in

freshly prepared senescence associated beta galactosidase staining

solution at 37 °C, according to the protocol of Dimri et al. (1995). Digital

images were obtained using an Olympus BX-60 microscope, equipped

with a Leica DFC450C camera and LAS 4.7 software. For each time

point, oxygen concentration, donor and staining, two chamber slides

were analyzed by counting and categorizing all cells present in four

standardized sites of the chamber.

2.4 | Quantitative PCR (qPCR)

After 1, 7, 14, and 21 days of culture, cells were harvested for RT-qPCR

analysis. RNA was extracted using a commercial spin-column kit

(RNeasy Micro Kit, Qiagen, Hilden, Germany) according to the

instructions of themanufacturer. RNAwas quantified using aNanodrop

ND-1000 spectrophotometer (Thermo Scientific). cDNA was made

using the iScript cDNA synthesis kit with similar RNA input for all the

samples. RT-qPCR reactions were performed using Sybr Green Master

mix (Thermo Fisher Scientific) for a total reaction volume of 10 μl. The

primers for genes related to the osteoclast phenotype and function and

senescence related genes are listed in Supplementary Table S2. These

primers were validated by a gradient PCR (for retrieving the melting

temperature), followed by sequencing of the amplicon (Supplementary

Table S2). Ct values were normalizedwith four reference genes (HMBS,

B2M, GAPDH, and HPRT), corrected for the RT-qPCR efficiency and

further relativized with the norm-first method. The stability of the

reference genes was assessed by the use of NormFinder (Andersen,

Jensen, & Ørntoft, 2004).

2.5 | Bone resorption

Cells were cultured for 3 weeks on bovine cortical bone chips in the

presence of M-CSF and RANKL. Thereafter, cells attached to the bone

were fixated at room temperature for 10min in 4% paraformaldehyde

in PBS. Non-specific background staining was blocked with 20%

normal goat serum (Vector Laboratories) for 60min.

After washing with PBS, bone chips were incubated with Alexa

Fluor 647-labeled bisphosphonates (Coxon, Thompson, Roelofs,

Ebetino, & Rogers, 2008; Thompson, Rogers, Coxon, & Crockett,

2006) for 1 hr at room temperature, followed by washing. Nuclei

were visualized with propidium iodide (Sigma–Aldrich). Bone slices

were stored at 4 °C in PBS until they were analyzed by confocal laser

scanning microscopy (Leica SPE-II DMI-4000, Leica Microsystems),

using a 10× ACS APO (NA 0.3) objective at a pixel size of 733 nm

(zoom 1.5, 1024 × 1024 image size) and a quadruple dichroic filter

that does not reflect the excitation lines in the detector path. 3D

datasets were compiled from 11 slices, spaced in Z by 5 μm.

Bisphosphonate fluorescence was recorded using the 635 nm laser

line and emission was detected over the 646–706 nm range using the

spectral detector. Buffer control staining was performed to deter-

mine background. Propidium Iodide signal was recorded using the
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561 nm laser over an emission range of 571–635 nm. Quantification

of the Bisphosphonate fluorescence was performed using the surface

object wizard of Imaris (version 8.2.0 RRID:SCR_007370). Represen-

tative images of the different groups are shown with minor linear

intensity adjustments (Red 20/190, Blue 15/230).

2.6 | Semi-quantitative HIF-1α analysis by
Western blot

In order to investigate whether the cells experienced hypoxia,

HIF-1α protein expression was quantified. After washing with cold

PBS, cell contents were harvested by scraping the 96-well plates

with RIPA buffer containing 0.06 nM phenylmethylsulphonyl fluo-

ride, 17 μg/ml aprotin and 1mM sodium orthovanadate (Sigma–

Aldrich). Cells were lysed on ice for 20 min, to prevent HIF-1α

degradation followed by centrifugation for 10 min at 12,000g. The

supernatant was stored at −20 °C until analysis. Proteins were

fractionated by electrophoresis using a 7.5% acrylamide gel (Bio-Rad

Laboratories, Hercules, CA) and electro-blotted on a Nitrocellulose

Membrane (9004-70-0, Bio-Rad Laboratories). After blocking with

milk powder dissolved in PBS containing 1% Tween (TBS-T 1%) for

1 hr, the blots were incubated overnight at 4 °C with the primary

antibody against HIF-1α (1.0 μg/ml; BD Biosciences Cat# 610959

RRID:AB_398272) in TBS-T 1%. After washing with TBS-T 1%, the

blots were incubated with an HRP conjugated secondary anti-rabbit

antibody (0.33 μg/ml; Cell Signaling Technology Cat# 7074 RRID:

AB_2099233) for an hour at room temperature. After obtaining the

results for HIF-1α, the blots were stripped (strip buffer containing

Glycin and SDS, pH 2.0) and incubated following the same protocol

as described above with a primary antibody against γ tubuline

(1.0 μg/ml; Sigma–Aldrich Cat# T6557 RRID:AB_477584) to serve as

a loading reference. The protein expression was visualized using ECL

(GE Healthcare) in a ChemiDoc XRS System (Bio-Rad Laboratories).

Images were obtained and densities were quantified by using Image

Lab software (Bio-Rad Laboratories RRID:SCR_014210).

2.7 | Statistical analysis

Data were analyzed using R Studio Statistical software version 3.1.2

(RRID:SCR_001905). The p value threshold was set at 0.05 and a

correction for multiple comparisons was done with the False

Discovery Rate method of Benjamini and Hochberg (1995). For

the RT-qPCR and cell counting analysis, normality of the data

distribution was checked graphically and with a non-parametric

bootstrapped Shapiro–Wilks test. Asthe RT-qPCR data were not

normally distributed and the sample size was low (n = 3), differences

between the groups were assessed by a non-parametric boot-

strapped permutation test without replacement. The number of

permutations for each experimental group and gene was set at 1000

and the differences between the mean values of bootstrapped ΔCt

were assessed.

As the cell counting data were not normally distributed, differ-

ences between the groupswere assessed by a Cox proportional hazard

model (coxph), considering donor and the different experiments as

random effects. Unless indicated, results are presented as

mean ± standard deviation (SD). Confidence Intervals (C.I.) were set

at 95%. Effect sizes (ES) were retrieved in all cases as the non-

parametric Cliff's delta (Cliff, 1993), after bootstrapping 1000 times by

a Monte Carlo simulation.

The interpretation for the present work is the following: <0.11,

very small or no effect; 0.11–0.28, small effect size; 0.29–0.43,

medium effect size; and >0.43, large effect size. Differences were

considered as (biologically) relevant if a p value < 0.05 was found and

the effect size was medium or large.

3 | RESULTS

3.1 | Hypoxia delays cellular fusion and with that
osteoclastogenesis

Osteoclastogenesis was studied in CD14+ monocytes cultured in

the presence of M-CSF, RANK-L and two oxygen concentrations,

that is, normoxia (21%) and hypoxia (5%) by determining the

number of multinucleated TRAP positive cells representative of

an osteoclast, gene expression profiling of OCL phenotypic

markers and the respective bone resorbing capacity. To confirm

that cells experienced hypoxia, gene and protein expression of

markers of hypoxia were determined. There were no detectable

differences in the relative mRNA expression of the HIF target

gene NIX over time between the culture conditions. At protein

level HIF-1α tended to be increased in 5% O2 compared to 21%

O2 based on the p value of 0.090 (corrected for multiple testing)

and medium effect size (Cliff's delta 0.361) (Figure 1).

After 1 week, significantly less osteoclasts were formed at 5%

O2 compared to 21% O2. After 2 weeks, significantly more small

osteoclasts (3–5 nuclei) were present at 5% O2, whilst significantly

larger osteoclasts (>11 nuclei) were present at 21% O2. No

significant differences were observed in the osteoclast group with

6–10 nuclei. After 3 weeks, significantly more small osteoclasts were

present at 5% O2 (Figure 2A). TRAP staining was less intense in the

osteoclasts cultured at 5% O2 compared to 21% O2 (Figure 2b).

RT-qPCR analysis revealed no significant differences in the relative

expression of Carbonic Anhydrase II, Cathepsin K, and Integrin β3

between culture conditions. The relative expression of TRAP was

significantly lower at week 2 in the presence of 5% O2 compared to

21%. DCSTAMP was lower expressed at 5% O2 compared to 21% O2

regardless of time (Figure 2c).

The lower number of (large) osteoclasts in the presence of

hypoxia may be related either to decreased survival/adhesion of

the cells at the initiation of the culture or indeed to disturbed

fusion of the mononucleated cells. Therefore, the single and double

nucleated cells were counted as well. No significant difference in

number of single nucleated cells was observed after 1 day of

culturing under normoxia or hypoxia. This indicates that at the

initiation of the experiment similar numbers of mononucleated

cells were present in both oxygen culture conditions. Nonetheless,
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significantly less single nucleated cells were present after 1 week

of culturing under hypoxia, while after 2 and 3 weeks culturing the

numbers of single nucleated cells were significantly higher at

hypoxia compared to normoxia (Figure 3, left panel). In line with

this observation, after 2 and 3 weeks of culturing under hypoxic

conditions, significantly more double nucleated cells were also

present (Figure 3, right panel). Altogether, these results support

further the notion that the fusion of precursor cells and with that

osteoclastogenesis was delayed in the presence of hypoxia.

Despite the differences in OCL numbers and gene expression

profile between 21% and 5% O2, there were no significant

differences observed in bone resorption after 3 weeks of culturing,

as quantified by the integrated intensity of bisfosfonate (Figure 4,

left panel).

FIGURE 2 Hypoxia delays cellular fusion and with that osteoclastogenesis as indicated by the number of multinucleated, TRAP positive
osteoclasts (OCL) over time (a) with representative examples (b), and corresponding results of the RT-qPCR analysis of genes associated with
osteoclast differentiation and function (c). TRAP, Tartrate-resistant acid phosphatase, CA II, Carbonic Anhydrase II, CATK, Cathepsin K,
DCSTAMP, Dendritic Cells (DC)-Specific Transmembrane Protein, Integrin β3, Integrin subunit β3. Each symbol represents a single donor.
*0.01 < p < 0.05; **p < 0.01 hypoxia vs normoxia at the same time point

FIGURE 1 Osteoclasts seem to experience hypoxia as there is a tendency toward increased average quantity (+/− SD) of HIF-1α present
at week 2 in 5% versus 21% O2 (a, n = 3 donors per time point) and corresponding blots of HIF-1a (upper) and tubulin (lower) (c) qRT-PCR
results of the HIF target gene NIX (BCL2 Interacting Protein 3 Like) over time (c, n = 3 donors per time point). There were no significant
differences between culture conditions
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3.2 | Osteoclasts heterogeneously express both
markers of proliferation and senescence, while
hypoxia seems to negatively affect senescence

During osteoclastogenesis in two oxygen concentrations, that is,

normoxia (21%) and hypoxia (5%), osteoclasts were profiled by using

specific staining for proliferation and senescence markers and

senescence-related genes expression analysis. Surprisingly, osteo-

clasts expressed Ki67;much heterogeneity existed in the proportion of

positive nuclei within osteoclasts (Figure 5). In some, all nuclei stained

positive, whereas in others only one or two did so. There were no

significant differences between osteoclasts cultured at hypoxia or

normoxia (Figure 5). While mononuclear cells stained positive for both

nuclear and cytoplasmic p16, only a small fraction of the osteoclasts

showed a positive nuclear staining for p16; no significant differences

were observed between cells cultured under normoxia and hypoxia

(Figure 6). The cytoplasm seemed to stain positive for p16 for both

oxygen conditions after 1 and 2 weeks of culture. Only at week 3, in

osteoclasts cultured at 5% O2 cytoplasmic staining was consistently

less intense compared to 21% O2 (Figure 6, third row). If an osteoclast

stained positive, the majority of its nuclei were positive for p16.

Furthermore, themajority of the osteoclasts showed a positive nuclear

staining for p21 (Figure 7). Significantly less osteoclasts containing 3–5

and 11–20 nuclei and cultured at 5% O2 were positive compared to

21% O2 at week 1. At week 2, only larger osteoclasts (>11 nuclei)

showed significantly less positive nuclei, whereas at week 3,

significantly less small p21 positive (3–5 nuclei) osteoclasts were

present in hypoxia compared to normoxia. Also here, variation was

observed in the proportion of osteoclast nuclei that stained positive in

all culture conditions and time points. Almost all multinucleated cells

stained positive for senescence associated beta galactosidase, as

evidenced by the presence of blue cytoplasmic precipitate, indepen-

dent of O2 concentration during culture (Figure 8a). Comparison of the

relative expression of senescence associated genes showed signifi-

cantly lower expression of CCL2 after 1 week and of p21 after 2 weeks

under hypoxia compared to normoxia, while the opposite is true for

CCL5 expression after one week. No significant differences were

observed in the relative expression of MMP9 (Figure 8b).

4 | DISCUSSION

The results of this study suggest that during in vitro osteoclasto-

genesis, osteoclasts obtain a senescent phenotype and that fusion of

precursor cells, an essential initial step in osteoclastogenesis was

delayed in the presence of 5% O2 compared to 21% O2 without

negatively affecting the bone resorption capacity of the cells on the

long term.

FIGURE 4 Oxygen concentration during culture does not seem to affect the bone resorption capacity of osteoclasts as indicated by the
integrated intensity of bisphosphonate staining after 3 weeks of culturing osteoclasts on bovine bone chips in 21% and 5% of O2 (a).
Representative examples with resorption lacuna stained blue and nuclei stained red (b). There were no significant differences between culture
conditions

FIGURE 3 Number of single (left) and double nucleated cells after over time in normoxic (21% O2) and hypoxic (5% O2) culture conditions
21% (*0.01 < p < 0.05; **p < 0.01)
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4.1 | Osteoclasts express a senescent phenotype

Cell cycle arrest is a hallmark of osteoclastogenesis and based hereon

osteoclasts have always been described as quiescent cells (Kwak et al.,

2005; Kwon et al., 2016; Mizoguchi et al., 2009; Sankar et al., 2004;

Takahashi et al., 2010; Zauli et al., 2007). However, the present study

indicates that they should be considered senescent rather than

quiescent. Senescence is not limited to the arrest of proliferation, but

also includes the acquirement of the senescence associated secretory

phenotype (SASP) (Terzi et al., 2016), characterized by the production

and secretion of soluble signaling factors (Coppé et al., 2010). In the

current study, osteoclasts indeed expressed typical markers of

senescence, including p21 and senescence associated beta galactosi-

dase, in line with a previous report (Chen et al., 2007). In fact, the

expression profile of the osteoclasts derived from PBMCs stimulated

with M-CSF and RANK-L overlaps with the SASP. We observed

increasing expressing of CCL2 andCCL5, which are known to be part of

the SASP and have chemotactic properties (Ruhland et al., 2016).

Notably, these substances also stimulate osteoclastogenesis (Khan,

Hashimi, Bakr, Forwood, & Morrison, 2016; Kim et al., 2015) and

production ofMMP-9 (Chuang et al., 2009).MMP-9 is also a part of the

SASP and an important enzyme for resorbing bone (Coppé et al., 2010).

The expression ofCathepsin K, which is an enzyme produced bymature

osteoclasts to break down the non-mineralized bone matrix, increased

over time in both culturing conditions. Interestingly, besides its matrix

degrading characteristics, Cathepsin K can also induce senescence in

osteoclasts, possibly to control and limit their number (Chen et al.,

2007). Altogether, these findings indeed imply that osteoclasts obtain

a senescence-associated secretory phenotype and strongly suggest

that the SASP secretome exerts paracrine effects that possibly

regulate osteoclastogenesis and bone resorption.

4.2 | Oxygen tension influences osteoclast
senescence

As determined by senescence and proliferation markers. Contrary to

our hypothesis, oxygen concentration was inversely correlated with

the percentages of positively stained p21 nuclei in osteoclasts, a

marker of senescence. This indicates that senescence was negatively

affected by decreased oxygen tension. Cyclin-dependent kinase

inhibitor 2A or p16 is another senescence marker that typically has

very low expression in young and healthy tissue. However, as it is

activated by cellular damage or stress, it is abundant in aged tissues

FIGURE 5 The proliferative marker Ki67 is expressed heterogeneously in the nuclei during osteoclastogenesis and seems not to be
affected by oxygen tension. Percentage of Ki67 positive, multinucleated, TRAP positive osteoclasts (OCL) over time (left) with representative
examples (right) in normoxic (21% O2) and hypoxic (5% O2) culture conditions. The arrows indicate Ki67 positive nuclei in multinucleated cells.
There were no significant differences between culture conditions
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(Krishnamurthy et al., 2006; Zindy, Quelle, Roussel, & Sherr, 1997)

and therefore considered to be a good senescence marker for in vivo

studies (Baker et al., 2011; Burd et al., 2013; Yamakoshi et al., 2009).

In the present study, only a very limited number of nuclei were

positive for p16, whereas cytoplasmic p16 was present in the

majority of the cells, both in single and multinucleated ones. Within

the context of osteoclastogenesis, the presence of p16 together

with p21 has also been reported in murine monocytes cultured to

become osteoclasts (Cong et al., 2017). Cytoplasmic p16 localization

has been related to malignancy (McCluggage & Jenkins, 2003; Reid-

Nicholson et al., 2006; Zhao et al., 2012), but its biological meaning is

still under debate. The fact that nuclear p21 was primarily affected in

osteoclasts cultured in hypoxia, may be explained by the differences

between cellular senescence in adult cells and in developing cells.

Storer et al. (2013) observed that in senescent cells of developing

embryos, p21 was present, while they were unable to detect p16 or

DNA damage; which are both essential features in replicative and

oncogene induced cellular senescence of adult cells. To our surprise,

we observed that a considerable percentage of osteoclasts were

positive for Ki67. The presence of Ki67 in the osteoclasts can

obviously not be related to proliferation, as their cell cycle is

arrested. However, Ki67 has also been shown to be present in

quiescent cells, possibly associated with ribosomal RNA transcription

(Bullwinkel et al., 2006; Rahmanzadeh, Hüttmann, Gerdes, &

Scholzen, 2007). Another potential reason for the presence of

Ki67 positive nuclei might be the possible occurrence of fission of

osteoclasts (Jansen et al., 2012). We did not study this, but it has

been described that multinucleated osteoclasts can split into two or

more multinucleated daughter cells. This cytoplasmic separation has

some resemblance with the last phases of mitosis, which might

explain presence of Ki67.

4.3 | Hypoxia delays osteoclastogenesis without long
term effect on bone resorption capacity

The fact that we observed in general less large osteoclasts and more

single and double cells under hypoxic culture conditions pointed at

delayed osteogenesis. Furthermore, at the gene expression level,

several osteoclast-markers were markedly downregulated by hyp-

oxia, example, TRAP and DCSTAMP. RANK-L in presence of M-CSF

stimulates proliferation of the mononuclear osteoclast precursors. In

this process, the cell density and number of cells present prior to cell

FIGURE 6 The senescence marker p16 is limited expressed during osteoclastogenesis. Percentage of p16 positive nuclei in multinucleated,
TRAP positive osteoclasts (OCL) over time (left) and representative examples (right) in normoxic (21% O2) and hypoxic (5% O2) culture
conditions. The arrows indicate p16 positive nuclei in multinucleated cells. Note that while mononuclear cells were p16 positive, no
osteoclasts were present after 1 week of culture. There were no significant differences between culture conditions
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fusion can influence the number of osteoclasts that eventually form

(Cong et al., 2017; Motiur Rahmanet al., 2015). However, these two

factors were not different between the hypoxic and normoxic

culture conditions in our study and similar numbers of adherent cells

were observed after 24 hr of culturing in either culture. Possibly, the

lower number of mononuclear cells observed after one week is the

result of the inhibiting effect of hypoxia on their proliferation

(Naldini & Carraro, 1999). While delayed osteoclastogenesis seems

to be in contrast to several other papers reporting positive effects of

hypoxia on osteoclastogenesis (Arnett et al., 2003; Fukuoka et al.,

2005; Knowles, 2015), it confirms others reporting negative effects

of hypoxia on osteoclast formation (Leger et al., 2010; Hulley et al.,

2017). These contradictory observations may be related to differ-

ences in culture set up and to the pH sensitivity of the medium,

where even different brands of fetal calve serum could have an

influence. Although 2% O2 has been reported to be the optimal

concentration for bone resorption (Knowles, 2015), culturing

osteoclasts under constant hypoxia leads to extensive cell death

and dramatically reduced osteoclast numbers (Knowles & Athana-

sou, 2009). Therefore, we cultured at 5% O2 and allowed

reoxygenation twice a week during culture medium change. This

frequency of medium change and intermittent exposure to normoxia

is comparable to the setup of Hulley et al. (2017), who also reported

decreased osteoclastogenesis. Nonetheless, while osteoclastogene-

sis was delayed in hypoxic culture conditions, gene expression of

CAII, CATK, and MMP9, secreted by osteoclasts to resorb bone did

not differ between conditions and resorption capacity at week 3 was

comparable in the two culture conditions.

4.4 | The study has several limitations

Five percent O2 did not produce a robust down-regulation of HIF-

1α protein expression, but did affect the senescence phenotype

and osteoclastogenesis. It remains to be determined whether O2

concentrations lower than 5% would elicit a distinct response.

Regulations at cellular level induced by long term hypoxia,

including mRNA HIF-1a stability (Uchida et al., 2004) and

degradation of HIF-1α by the proteasome (Demidenko et al.,

2005) may also account for the absence of a distinct response at

HIF-1α protein level to the hypoxic stimulus. Donor background

information is lacking, which could have influenced our results, as

for example a clear relation with age has been shown for the

FIGURE 7 The senescence marker p21 is abundantly expressed during osteoclastogenesis and negatively affected by hypoxia. Percentage
of p21 positive nuclei in multinucleated, TRAP positive osteoclasts (OCL) over time and representative examples (right) in normoxic (21% O2)
and hypoxic (5% O2) culture conditions. The arrows indicate p21 positive nuclei in multinucleated cells. *0.01 < p < 0.05; **p < 0.01 hypoxia vs
normoxia at the same time point
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presence of p16 positive staining of nuclei in healthy tissue

(Krishnamurthy et al., 2006; Zindy et al., 1997). There was distinct

donor variability resulting in differences in pace of osteoclasto-

genesis between the different experiments. For this reason, each

donor was represented by a unique symbol in the figures. This

limitation does not necessarily affect interpretation and generali-

zation of the results, as each donor was employed in both culture

conditions (hypoxia and normoxia). Inherent to the in vitro model

and chosen set up is the discrepancy with osteoclast formation on

bone that follows a different dynamic than on plastic (De Vries,

Schoenmaker, Hooibrink, Leenen, & Everts, 2009). Sometimes,

inhibitory effects on plastic can be nullified on bone (De Vries

et al., 2015).

5 | CONCLUSION

The present study suggests that osteoclasts can be considered

senescent instead of quiescent. Notably, senescence is not

uniformly present in the osteoclast population, which may

represent different stages in the life of the osteoclast. This may

also be the background of the heterogeneous expression of Ki67,

which is indicative of augmented ribosomal RNA transcription

rather than proliferative activity. The direct relationship between

senescence and osteoclastogenesis might mean that contents of

the SASP not only play a functional role in matrix resorption

but also may regulate osteoclastogenesis in a paracrine manner.

Hypoxia seems to affect the expression of senescence

markers negatively and cellular fusion and formation of large

osteoclasts is delayed at hypoxic (5% of O2) compared to normoxic

conditions (21% O2). This, however, does not affect the resorption

capacity of the osteoclasts on the longer term.

ACKNOWLEDGMENTS

Microscopy images were acquired in the Centre for Cellular Imaging

(CCI) at the Faculty of Veterinary Medicine Utrecht and the authors

thank A.R.J. Bleumink and Dr. R.W. Wubbolts for their technical

advice and help with the image analysis. The authors kindly

FIGURE 8 Senescence associated beta galactosidase staining is present at week 1 and 2 (a) supporting the senescent phenotype of
osteoclasts. RT-qPCR analysis of the senescence associated genes CCL 2, CCL5, p21, and MMP9 (b; n = 3 donors) shows differential gene
expression profiles in normoxia vs hypoxia. CCL2, C-C Motif Chemokine Ligand 2; CCL 5, C-C Motif Chemokine Ligand 5; p21, Cyclin
Dependent Kinase Inhibitor 1A; MMP9, Matrix Metalloproteinase 9 after 1 day of culturing (indicated with “0”) and 1–3 weeks of culturing.
*0.01 < p < 0.05; **p < 0.01 hypoxia vs normoxia at the same time point

423GORISSEN ET AL.



acknowledge Dr. T. Schoenmaker from the Academic Centre for

Dentistry in Amsterdam for providing us with the primer sequences

of the osteoclast related genes. The authors are very grateful

to W.A.M de Jong, S.G.M. Plomp, E.A. van Liere, and S.C. van Essen-

van Dorresteijn for their technical assistance.

ORCID

Ben Gorissen http://orcid.org/0000-0001-8050-8530

REFERENCES

Acosta, J. C., Banito, A., Wuestefeld, T., Georgilis, A., Janich, P., Morton,

J. P., . . .Gil, J. (2013). A complex secretory program orchestrated by the
inflammasome controls paracrine senescence. Nature Cell Biology, 15,
978–990.

Andersen, C. L., Jensen, J. L., & Ørntoft, T. F. (2004). Normalization of real-
time quantitative reverse transcription-PCR data: A model-based

variance estimation approach to identify genes suited for normalization,
applied to bladder and colon cancer data sets. Cancer Research, 64,
5245–5250.

Arnett, T. R., Gibbons, D. C., Utting, J. C., Orriss, I. R., Hoebertz, A.,

Rosendaal, M., & Meghji, S. (2003). Hypoxia is a major stimulator of
osteoclast formation and bone resorption. Journal of Cellular Physiology,
196, 2–8.

Baker, D. J., Wijshake, T., Tchkonia, T., LeBrasseur, N. K., Childs, B. G., van
de Sluis, B., . . . van Deursen, J. M. (2011). Clearance of p16Ink4a-

positive senescent cells delays ageing-associated disorders. Nature,
479, 232–236.

Benjamini, Y., & Hochberg, Y. (1995). Controlling the false discovery rate: A
practical and powerful approach to multiple testing. Journal of the Royal
Statistical Society. Series B (Methodological), 57, 289–300.

Besancenot, R., Chaligné, R., Tonetti, C., Pasquier, F., Marty, C., Lécluse,
Y., . . . Giraudier, S. (2010). A senescence-like cell-cycle arrest occurs
during megakaryocytic maturation: Implications for physiological and
pathological megakaryocytic proliferation. PLoS Biology, 8, e1000476.
https://doi.org/10.1371/journal.pbio.1000476

Bullwinkel, J., Baron-Lühr, B., Lüdemann, A., Wohlenberg, C., Gerdes, J., &
Scholzen, T. (2006). Ki-67 protein is associated with ribosomal RNA
transcription in quiescent and proliferating cells. Journal of Cellular
Physiology, 206, 624–635.

Burd, C. E., Sorrentino, J. A., Clark, K. S., Darr, D. B., Krishnamurthy, J., Deal,
A. M., . . . Sharpless, N. E. (2013). Monitoring tumorigenesis and
senescence in vivo with a p16(INK4a)-luciferase model. Cell, 152,
340–351.

Chen, W., Yang, S., Abe, Y., Li, M., Wang, Y., Shao, J., . . . Li, Y. P. (2007).

Novel pycnodysostosis mouse model uncovers cathepsin K function as
a potential regulator of osteoclast apoptosis and senescence. Human
Molecular Genetics, 16, 410–423.

Chuang, J. Y., Yang, W. H., Chen, H. T., Huang, C. Y., Tan, T. W., Lin, Y. T.,
. . . Tang, C. H. (2009). CCL5/CCR5 axis promotes the motility of

human oral cancer cells. Journal of Cellular Physiology, 220, 418–426.
Chuprin, A., Gal, H., Biron-Shental, T., Biran, A., Amiel, A., Rozenblatt, S., &

Krizhanovsky, V. (2013). Cell fusion inducedbyERVWE1ormeasles virus
causes cellular senescence. Genes and Development, 27, 2356–2366.

Cliff, N. (1993). Dominance statistics: Ordinal analyses to answer ordinal

questions. Psychological Bulletin, 114, 494–509.
Collado, M., & Serrano, M. (2010). Senescence in tumours: Evidence from

mice and humans. Nature Reviews Cancer, 10, 51–57.
Cong, Q., Jia, H., Li, P., Qiu, S., Yeh, J., Wang, Y., . . . Liu, H. (2017).

P38α MAPK regulates proliferation and differentiation of osteoclast

progenitors and bone remodeling in an aging-dependent manner.
Scientific Reports, 7, 45964.

Coppé, J. P., Desprez, P. Y., Krtolica, A., & Campisi, J. (2010). The

senescence-associated secretory phenotype: The dark side of tumor
suppression. Annual Review of Pathology, 5, 99–118.

Coxon, F. P., Thompson, K., Roelofs, A. J., Ebetino, F. H., & Rogers, M. J.
(2008). Visualizing mineral binding and uptake of bisphosphonate by

osteoclasts and non-resorbing cells. Bone, 42, 848–860.
DeVries, T. J., Schoenmaker, T., Aerts, D., Grevers, L. C., Souza, P. P., Nazmi,

K., . . . Everts, V. (2015). M-CSF priming of osteoclast precursors can
cause osteoclastogenesis-insensitivity, which can be prevented and
overcome on bone. Journal of Cellular Physiology, 230, 210–225.

De Vries, T. J., Schoenmaker, T., Hooibrink, B., Leenen, P. J., & Everts, V.
(2009). Myeloid blasts are the mouse bone marrow cells prone to
differentiate into osteoclasts. Journal of Leukocyte Biology,85, 919–927.

Demidenko, Z. N., Rapisarda, A., Garayoa,M., Giannakakou, P., Melillo, G., &
Blagosklonny, M. V. (2005). Accumulation of hypoxia-inducible factor-

1alpha is limited by transcription-dependent depletion. Oncogene, 24,
4829–4838.

Dimri, G. P., Lee, X., Basile, G., Acosta, M., Scott, G., Roskelley, C., . . .
Campisi, J. (1995). A biomarker that identifies senescent human cells in
culture and in aging skin in vivo. Proceedings of the National Academy of

Sciences of the United States of America, 92, 9363–9367.
Dobbins, D. E., Sood, R., Hashiramoto, A., Hansen, C. T., Wilder, R. L., &

Remmers, E. F. (2002). Mutation of macrophage colony stimulating
factor (Csf1) causes osteopetrosis in the tl rat. Biochemical and

Biophysical Research Communications, 294, 1114–1120.
Fukuoka, H., Aoyama,M., Miyazawa, K., Asai, K., & Goto, S. (2005). Hypoxic

stress enhances osteoclast differentiation via increasing IGF2 produc-
tion by non-osteoclastic cells. Biochemical and Biophysical Research
Communications, 328, 885–894.

Gerdes, J., Lemke, H., Baisch, H., Wacker, H. H., Schwab, U., & Stein, H.
(1984). Cell cycle analysis of a cell proliferation-associated human
nuclear antigen defined by the monoclonal antibody Ki-67. The Journal
of Immunology, 133, 1710–1715.

Granger, D. N., & Kvietys, P. R. (2015). Reperfusion injury and reactive

oxygen species: The evolution of a concept. Redox Biology, 6, 524–551.
Harre, U., & Schett, G. (2017). Cellular andmolecular pathways of structural

damage in rheumatoid arthritis. Seminars in Immunopathology, 39,
355–363.

Hayflick, L., & Moorhead, P. S. (1961). The serial cultivation of human

diploid cell strains. Experimental Cell Research, 25, 585–621.
Hienz, S. A., Paliwal, S., & Ivanovski, S. (2015). Mechanisms of bone

resorption in periodontitis. Journal of Immunology Research, 2015,
Article ID 615486. https://doi.org/10.1155/2015/615486

Hubackova, S., Krejcikova, K., Bartek, J., &Hodny, Z. (2012). IL1- and TGFβ-
Nox4 signaling, oxidative stress and DNA damage response are shared
features of replicative, oncogene-induced, and drug-induced paracrine
“bystander senescence.” Aging, 4, 932–951.

Hulley, P. A., Bishop, T., Vernet, A., Schneider, J. E., Edwards, J. R.,

Athanasou, N. A., & Knowles, H. J. (2017). Hypoxia-inducible factor 1-
alpha does not regulate osteoclastogenesis but enhances bone
resorption activity via prolyl-4-hydroxylase 2. The Journal of Pathology,
242, 322–333. https://doi.org/10.1002/path.4906

Itahana, K., Campisi, J., & Dimri, G. P. (2007). Methods to detect biomarkers

of cellular senescence: The senescence-associated beta-galactosidase
assay. Methods in Molecular Biology, 371, 21–31.

Jansen, I. D., Vermeer, J. A., Bloemen, V., Stap, J., & Everts, V. (2012).
Osteoclast fusion and fission. Calcified Tissue International, 90, 515–522.

Khan, U. A., Hashimi, S. M., Bakr, M. M., Forwood, M. R., & Morrison,

N. A. (2016). CCL2 and CCR2 are essential for the formation of
osteoclasts and foreign body giant cells. Journal of Cellular Biochemis-
try, 117, 382–389.

Kim, H. J., Park, J., Lee, S. K., Kim, K. R., Park, K. K., & Chung, W. Y. (2015).
Loss of RUNX3 expression promotes cancer-associated bone

424 GORISSEN ET AL.



destruction by regulating CCL5, CCL19 and CXCL11 in non-small cell
lung cancer. The Journal of Pathology, 237, 520–531.

Knowles, H. J., & Athanasou, N. A. (2009). Acute hypoxia and osteoclast

activity: A balance between enhanced resorption and increased
apoptosis. Human Pathology, 218, 256–264.

Knowles, H. J. (2015). Hypoxic regulation of osteoclast differentiation and
bone resorption activity. Hypoxia, 3, 73–82.

Kopp, H. G., Hooper, A. T., Shmelkov, S. V., & Rafii, S. (2007). Beta-
galactosidase staining on bone marrow. The osteoclast pitfall. Histology
and Histopathology, 22, 971–976.

Krishnamurthy, J., Ramsey, M. R., Ligon, K. L., Torrice, C., Koh, A., Bonner-
Weir, S., & Sharpless, N. E. (2006). P16INK4a induces an age-dependent

decline in islet regenerative potential. Nature, 443, 453–457.
Kwak, H. B., Jin, H. M., Ha, H., Kang, M. J., Lee, S. B., Kim, H. H., & Lee, Z. H.

(2005). Tumor necrosis factor-alpha induces differentiation of human
peripheral blood mononuclear cells into osteoclasts through the
induction of p21(WAF1/Cip1). Biochemical and Biophysical Research

Communications, 330, 1080–1086.
Kwon, M., Kim, J. M., Lee, K., Park, S. Y., Lim, H. S., Kim, T., & Jeong, D.

(2016). Synchronized cell cycle arrest promotes osteoclast differentia-
tion. International Journal of Molecular Sciences, 17, 1292. https://doi.
org/10.3390/ijms17081292

Lacey, D. L., Timms, E., Tan, H. L., Kelley,M. J., Dunstan, C. R., Burgess, T., . . .
Boyle, W. J. (1998). Osteoprotegerin ligand is a cytokine that regulates
osteoclast differentiation and activation. Cell, 93, 165–176.

Leger, A. J., Altobelli, A., Mosquea, L. M., Belanger, A. J., Song, A., Cheng,

S. H., . . . Yew, N. S. (2010). Inhibition of osteoclastogenesis by prolyl
hydroxylase inhibitor dimethyloxallyl glycine. Journal of Bone and
Mineral Metabolism, 28, 510–519.

Limonard, E. J., Schoenmaker, T., de Vries, T. J., Tanck, M. W., Heijboer,
A. C., Endert, E., . . . Bisschop, P. H. (2016). Clonidine increases bone

resorption in humans. Osteoporosis International, 27, 1063–1071.
McCluggage, W. G., & Jenkins, D. (2003). P16 immunoreactivity may

assist in the distinction between endometrial and endocervical
adenocarcinoma. International Journal of Gynecological Pathology,
22, 231–235.

Mizoguchi, T., Muto, A., Udagawa, N., Arai, A., Yamashita, T., Hosoya, A., . . .

Takahashi, N. (2009). Identification of cell cycle-arrested quiescent
osteoclast precursors in vivo. The Journal of Cell Biology, 184, 541–554.

Motiur Rahman, M., Takeshita, S., Matsuoka, K., Kaneko, K., Naoe, Y.,
Sakaue-Sawano, A., . . . Ikeda, K. (2015). Proliferation-coupled osteo-

clast differentiation by RANKL: Cell density as a determinant of
osteoclast formation. Bone, 81, 392–399.

Muñoz-Espín,D.,&Serrano,M. (2014).Cellular senescence: Fromphysiology
to pathology. Nature Reviews Molecular Cell Biology, 15, 482–496.

Muñoz-Espín,D., Cañamero,M.,Maraver, A., Gómez-López,G., Contreras, J.,
Murillo-Cuesta, S., . . . Serrano, M. (2013). Programmed cell senescence
during mammalian embryonic development. Cell, 155, 1104–1118.

Nacher, V., Carretero, A., Navarro, M., Armengol, C., Llombart, C.,
Rodríguez, A., . . . Ruberte, J. (2006). The quail mesonephros: A new

model for renal senescence? Journal of Vascular Research, 43, 581–586.
Naldini, A., & Carraro, F. (1999). Hypoxia modulates cyclin and cytokine

expression and inhibits peripheral mononuclear cell proliferation.
Journal of Cellular Physiology, 181, 448–454.

Nelson, G., Wordsworth, J., Wang, C., Jurk, D., Lawless, C., Martin-Ruiz, C.,

& von Zglinicki, T. (2012). A senescent cell bystander effect:
Senescence-induced senescence. Aging Cell, 11, 345–349.

Odgren, P. R.,Witwicka, H., & Reyes-Gutierrez, P. (2016). The cast of clasts:
Catabolism and vascular invasion during bone growth, repair, and
disease by osteoclasts, chondroclasts, and septoclasts. Connective

Tissue Research, 57, 161–174.
Okahashi, N., Murase, Y., Koseki, T., Sato, T., Yamato, K., & Nishihara, T.

(2001). Osteoclast differentiation is associated with transient
upregulation of cyclin-dependent kinase inhibitors p21(WAF1/CIP1)
and p27(KIP1). Journal of Cellular Biochemistry, 80, 339–345.

Rahmanzadeh, R., Hüttmann, G., Gerdes, J., & Scholzen, T. (2007).
Chromophore-assisted light inactivation of pKi-67 leads to inhibition
of ribosomal RNA synthesis. Cell Proliferation, 40, 422–430.

Reid-Nicholson,M., Iyengar,P.,Hummer,A.J., Linkov, I.,Asher,M.,&Soslow,R.A.
(2006). Immunophenotypic diversity of endometrial adenocarcinomas:
Implications for differential diagnosis. Modern Pathology, 19, 1091–1100.

Ruhland, M. K., Loza, A. J., Capietto, A3., Luo, X., Knolhoff, B. L., Flanagan,

K. C., . . . Stewart, S. (2016). Stromal senescence establishes an
immunosuppressivemicroenvironment thatdrives tumorigenesis.Nature
Communications, 7, 11762. https://doi.org/10.1038/ncomms11762

Rupec, R. A., & Baeuerle, P. A. (1995). The genomic response of tumor cells to
hypoxia and reoxygenation. Differential activation of transcription factors

AP-1 and NF-kappa B. European Journal of Biochemistry, 234, 632–640.
Sankar, U., Patel, K., Rosol, T. J., & Ostrowski, M. C. (2004). RANKL

coordinates cell cycle withdrawal and differentiation in osteoclasts
through the cyclin-dependent kinase inhibitors p27KIP1 and p21CIP1.
Journal of Bone and Mineral Research, 19, 1339–1348.

Scholzen, T., & Gerdes, J. (2000). The Ki-67 protein: From the known and
the unknown. Journal of Cellular Physiology, 182, 311–322.

Shomento, S. H., Wan, C., Cao, X., Faugere, M. C., Bouxsein, M. L., & Riddle,
R. C. (2010). Hypoxia-inducible factors 1alpha and 2alpha exert both
distinct and overlapping functions in long bone development. Journal of

Cellular Biochemistry, 109, 196–204.
Storer, M., & Keyes, W. M. (2014). Developing senescence to remodel the

embryo. Communicative and Integrative Biology, 7(5). https://doi.org/
10.4161/cib.29098

Storer, M., Mas, A., Robert-Moreno, A., Pecoraro, M., Ortells, M. C.,
Giacomo V, Di., . . . Keyes,W.M. (2013). Senescence is a developmental
mechanism that contributes to embryonic growth and patterning. Cell,
155, 1119–1130.

Takahashi, N.,Muto, A., Arai, A., &Mizoguchi, T. (2010). Identification of cell

cycle-arrested quiescent osteoclast precursors in vivo. Advances in
Experimental Medicine and Biology, 658, 21–30.

Terzi, M. Y., Izmirli, M., &Gogebakan, B. (2016). The cell fate: Senescence or
quiescence. Molecular Biology Reports, 43, 1213–1220.

Thompson, K., Rogers, M. J., Coxon, F. P., & Crockett, J. C. (2006).

Cytosolic entry of bisphosphonate drugs requires acidification of
vesicles after fluid-phase endocytosis. Molecular Pharmacology, 69,
1624–1632.

Uchida, T., Rossignol, F.,Matthay,M. A.,Mounier, R., Couette, S., Clottes, E.,
& Clerici, C. (2004). Prolonged hypoxia differentially regulates hypoxia-

inducible factor (HIF)-1alpha and HIF-2alpha expression in lung
epithelial cells: Implication of natural antisense HIF-1alpha. The Journal
of Biological Chemistry, 279, 14871–14878.

Van Wesenbeeck, L., Odgren, P. R., MacKay, C. A., D'Angelo, M., Safadi,

F. F., Popoff, S. N., . . . Marks, S. C., Jr. (2002). The osteopetrotic

mutation toothless (tl) is a loss-of-function frameshift mutation in the
rat Csf1 gene: Evidence of a crucial role for CSF-1 in osteoclastogenesis
and endochondral ossification. Proceedings of the National Academy of
Sciences of the United States of America, 99, 1408–14303.

Wang, S. W., Liu, S. C., Sun, H. L., Huang, T. Y., Chan, C. H., Yang, C. Y., . . .
Tang, C. H. (2015). CCL5/CCR5 axis induces vascular endothelial
growth factor-mediated tumor angiogenesis in human osteosarcoma
microenvironment. Carcinogenesis, 36, 104–114.

Wong, B. R., Rho, J., Arron, J., Robinson, E., Orlinick, J., Chao, M., . . .Choi, Y.

(1997). TRANCE is a novel ligand of the tumor necrosis factor receptor
family that activates c-Jun N-terminal kinase in T cells. The Journal of
Biological Chemistry, 272, 25190–25194.

Yamakoshi, K., Takahashi, A., Hirota, F., Nakayama, R., Ishimaru, N., Kubo,
Y., . . . Hara, E. (2009). Real-time in vivo imaging of p16Ink4a reveals

cross talk with p53. The Journal of Cell Biology, 186, 393–407.
Yasuda, H., Shima, N., Nakagawa, N., Yamaguchi, K., Kinosaki, M.,

Mochizuki, S., . . . Suda, T. (1998). Osteoclast differentiation factor
is a ligand for osteoprotegerin/osteoclastogenesis-inhibitory
factor and is identical to TRANCE/RANKL. Proceedings of the

425GORISSEN ET AL.



National Academy of Sciences of the United States of America, 95,
3597–3602.

Zauli, G., Rimondi, E., Corallini, F., Fadda, R., Capitani, S., & Secchiero,

P. (2007). MDM2 antagonist Nutlin-3 suppresses the proliferation
and differentiation of human pre-osteoclasts through a p53-
dependent pathway. Journal of Bone and Mineral Research, 22,
1621–1630.

Zhao, N., Ang,M. K., Yin, X. Y., Patel, M. R., Fritchie, K., Thorne, L., . . .Hayes,
D. N. (2012). Different cellular p16(INK4a) localisation may signal
different survival outcomes in head and neck cancer. British Journal of
Cancer, 107, 482–490.

Zindy, F., Quelle, D. E., Roussel,M. F., & Sherr, C. J. (1997). Expression of the

p16INK4a tumor suppressor versus other INK4 family members during
mouse development and aging. Oncogene, 15, 203–211.

SUPPORTING INFORMATION

Additional Supporting Information may be found online in the

supporting information tab for this article.

How to cite this article: Gorissen B, de Bruin A, Miranda-

Bedate A, et al. Hypoxia negatively affects senescence in

osteoclasts and delays osteoclastogenesis. J Cell Physiol.

2018;1–13. https://doi.org/10.1002/jcp.26511

426 GORISSEN ET AL.

 2019;234:414–426. https://doi.org/10.1002/jcp.26511




