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Dictyostelium discoideum DDB0215385 dhkJ 

gi 159185161 two component sensor kinase RR hybrid Agrobacterium tumefaciens
D.discoideum DDB0215354 dhkAOstreococcus tauri jgi Ostta4 37456 1700010132

Micromonas pusilla jgi MicpuN3 62803 EuGene 1100010589
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Micromonas pusilla jgi MicpuC2 10373

Micromonas pusilla jgi MicpuC 11312
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Physcomitrella patens Pp1s15 65V2 1 Phypa 159715 sensory histidine protein kinase

Dictyostelium discoideum DDB0185194 dokA

gi 152788982 Physarum polycephalum EST
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Selaginella moellendorffii jgi Selmo1 101176 e gw1 24 4 1
Selaginella moellendorffii jgi Selmo1 163842 estExt Genewise1Plus C 00903Physcomitrella patens Pp1s89 125V2 1 Phypa 51178 sensory histidine protein kinasePhyscomitrella patens Pp1s271 21V2 1 Phypa 196664 sensory histidine protein kinase

Selaginella moellendorffii jgi Selmo1 109384 e gw1 38 16 1

Marchantia polymorpha Blast result second Hit with AtCRE1 query
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Physcomitrella patens Pp1s144 30V2 1 Phypa 167371 sensory histidine protein kinase
Physcomitrella patens Pp1s199 82V2 1 Phypa 193512 sensory histidine protein kinase

Physcomitrella patens Pp1s26 265V2 1 Phypa 51518 sensory histidine protein kinase
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Physcomitrella patens Pp1s145 162V2 2 Phypa 30487 ETR4 ethylene receptor protein

Physcomitrella patens Pp1s21 410V2 1 Phypa 55876 ETR5 ethylene receptor protein

Selaginella moellendorffii jgi Selmo1 84824 e gw1 6 164 1

gi 299509671 Spirogyra pratensis EST

Selaginella moellendorffii jgi Selmo1 230881 fgenesh1 pm C scaffold 7000133

Selaginella moellendorffii jgi Selmo1 110685 e gw1 40 82 1

Physcomitrella patens Pp1s1 338V2 1 Phypa 173828 ETR1 ethylene receptor

Physcomitrella patens Pp1s176 126V2 1 Phypa 192265 ETR7 ethylene receptor
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Physcomitrella patens Pp1s47 31V2 1 Phypa 208532 phytochrome 5a

Physcomitrella patens Pp1s91 116V2 1 Phypa 165601 phytochrome 5b3

Physcomitrella patens Pp1s13 403V2 1 Phypa 115388 phytochrome 5c
Physcomitrella patens Pp1s164 65V2 1 Phypa 218861 phytochrome 4

Physcomitrella patens Pp1s327 27V2 1 Phypa 225644 phytochrome 2

gi 299513700 Coleochaete orbicularis EST

gi 299512780 Spirogyra pratensis EST

Physcomitrella patens Pp1s233 24V2 1 Phypa 222399 phytochrome 1

Physcomitrella patens Pp1s81 159V2 1 Phypa 185248 phytochrome 3

gi 114078876 Marchantia polymorpha EST

gi 114101406 Marchantia polymorpha EST

gi 114091776 Marchantia polymorpha EST

P. abies V4 0 TC124405 homologue to Phytochrome from Pinus sylvestris
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Synechocystis PCC 6803 gi 16330477

Nostoc sp PCC 7120  gi 17230367
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gi 37520287 two component hybrid sensor and regulator Gloeobacter violaceus
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Ostreococcus tauri jgi Ostta4 19170 e gw1 09 00 470 1

Ostreococcus lucimarinus jgi Ost9901 3 1394 gwEuk 9 88 1
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Micromonas pusilla jgi MicpuC2 8975
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Dictyostelium discoideum DDB0185194 dokA

Physcomitrella patens Pp1s7 429V2 1 Phypa 174575 cytokinin receptor AtCKI2 like protein

gi 114105690 Marchantia polymorpha EST

P. abies V4 0 TC125224

Oryza sativa LOC Os06g44410 1

Aquilegia coerulea v1 014274m PACid 18163282 

Arabidopsis thaliana AT5G10720 1 AtCKI2 

Populus trichocarpa POPTR 0018s03320 1 
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A: CHASE domain

B: Histidinkinase domain

C: HATPase domain

A

Supplemental Figure S2. Phylogenetic sub-trees for different domains of hybrid histidine kinases. (A) Schematic overview of the domain composition of a cytokinin 
receptor. For each sequences set of the (B) CHASE, (C) HisK, (D) HATPase or (E) response regulator domains were aligned and a maximum likelihood tree was 
calculated. In these trees clades were colored according to known plant gene functions associated with the respective protein. Sub-trees with the relevant clades 
are shown. For coloring the clades, the least internal node of a colored clade was defined by: the node where only plant genes derived from, no other sequences 
are part of the colored clades or where two functional annotations met.
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