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ABSTRACT
Metastatic breast cancer is responsible for most breast cancer-related
deaths. Disseminated cancer cells have developed an intrinsic ability
to resist anchorage-dependent apoptosis (anoikis). Anoikis is caused
by the absence of cellular adhesion, a process that underpins lumen
formation andmaintenance duringmammary gland development and
homeostasis. In healthy cells, anoikis is mostly governed by B-cell
lymphoma-2 (BCL2) protein family members. Metastatic cancer
cells, however, have often developed autocrine BCL2-dependent
resistance mechanisms to counteract anoikis. In this Review, we
discuss how a pro-apoptotic subgroup of the BCL2 protein family,
known as the BH3-only proteins, controls apoptosis and anoikis
during mammary gland homeostasis and to what extent their
inhibition confers tumor suppressive functions in metastatic breast
cancer. Specifically, the role of the two pro-apoptotic BH3-only
proteins BCL2-modifying factor (BMF) and BCL2-interactingmediator
of cell death (BIM) will be discussed here. We assess current
developments in treatment that focus on mimicking the function
of the BH3-only proteins to induce apoptosis, and consider their
applicability to restore normal apoptotic responses in anchorage-
independent disseminating tumor cells.
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Introduction
The mammary gland is one of the few organs that completes its
development after birth. Mammary gland development goes through
different stages that depend on proper regulation of proliferation and
programmed cell death (apoptosis) (Fig. 1A). Sex hormone-
dependent cyclic organization of growth and survival provides the
plasticity of the mammary gland that is needed for its function.
Although the mammary gland is not constantly proliferating and
branching, it maintains this ability throughout its lifetime. For
instance, proliferation, differentiation and invasion before the onset of
lactation ensure formation of a functional branched ductal mammary
network. At the same time, its apoptotic potential must be repressed
until weaning has ceased and involution of the alveoli is induced. In
this manner, the developing mammary gland displays many
characteristics that are associated with tumor progression, such as
invasion, proliferation and resistance to undergoing apoptosis. Hence,
failure to maintain a proper balance between cell expansion and cell
death is key to the neoplastic growth of mammary tissues.
After embryonic development, selective apoptosis of detached

luminal mammary epithelial cells is triggered within the branching
mammary ducts that invade into the surrounding fat pad; this

structure is called the terminal end bud (TEB) (Humphreys et al.,
1996) (Fig. 1B, top). As a result of the intricate and cyclic interplay
of female sex hormones during puberty, the TEB expands into a
more elaborate and differentiated branched mammary network that
extends to the periphery of the mammary fat pad (Strange et al.,
2001; Colitti, 2011; Lanigan et al., 2007). During each estrous
cycle, mammary cells undergo phases of proliferation and
differentiation that, in the absence of pregnancy, are followed by a
regression phase caused by apoptosis of the luminal epithelial cells
(Humphreys et al., 1996). When pregnancy is induced, another
phase of proliferation and differentiation of alveolar progenitor cells
leads to a highly branched lobulo-alveolar network, which sustains
milk production (Macias and Hinck, 2012). After lactation and
during weaning, a phase of massive apoptotic cell death can be
observed in the mammary gland (Medina, 1996; Kumar et al.,
2000). This so-called involution allows remodeling of the
mammary tree so that its simple architecture is restored and
prepared for subsequent pregnancies (Lanigan et al., 2007; Strange
et al., 1992). This cyclic organization of proliferation and apoptosis
gives the gland the plasticity that is necessary for milk production.

To regulate the delicate balance between proliferation and
apoptosis, the postnatal mammary gland is governed by the B-cell
lymphoma 2 (BCL2) protein family (Box 1) (hereafter referred to
as the BCL2 network) (Medina, 1996; Strange et al., 2001). The
BCL2 network consists of both anti- and pro-apoptotic members and
has a crucial function in shifting the balance in favor of either an anti-
or pro-apoptotic outcome. Cancerous growth of mammary tissue can
take place when mammary epithelial cells fail to produce normal
levels of pro- and anti-apoptotic proteins, and an excess of anti-
apoptotic factors results in repression of apoptosis. Indeed, metastatic
breast cancer cells are characterized by an instrinsic resistance against
apoptosis (Derksen et al., 2006). Mainly as a result of treatment-
resistant metastases, breast cancer still ranks as the fifth deadliest
cancer worldwide, despite decreasing mortality rates resulting from
early detection, advances in clinical intervention and improved
targeted therapies (Autier et al., 2010; Ferlay et al., 2015).

Intrinsic resistance of metastasizing mammary epithelial cells to
programmed cell death occurs particularly in the absence of
cell attachment (anoikis resistance). Anoikis, from the Greek
‘homeless’, is defined as apoptosis that is induced upon loss of
contact of a cell with its neighboring cells or the extracellular matrix
(Frisch and Francis, 1994; Meredith et al., 1993). Proper lumen
formation within all glandular epithelial structures is highly
dependent on the correct regulation of anoikis (Debnath et al.,
2002; Humphreys et al., 1996; Grossmann et al., 2001). To form a
functional mammary duct, it is essential that detached luminal
epithelial cells undergo BCL2-dependent anoikis (Mailleux et al.,
2007; Schmelzle et al., 2007). As stated earlier, resistance to anoikis
causes filling of the mammary duct with hyperplastic epithelial cells
(Fig. 1C, bottom) and eventually leads to invasive and metastatic
breast cancer (Debnath et al., 2002).

Because the BCL2 network controls the development and
homeostasis of the mammary gland, it is crucial to identify and
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investigate the apoptotic factors that underpin the physiology of
programmed cell death. This Review focuses on the role of the BCL2
network of programmed cell death and its underlying molecular
mechanisms, to better understand their involvement in breast cancer
formation and progression. Since cancer cells counterbalance
programmed cell death during metastasis, we will also discuss the
development of new targeted therapies against the BCL2 network that
hold promise for the clinical management of breast cancer.

The BCL2 protein family in breast development
Proteins of the BCL2 network that are active during mammary
gland development control intrinsic apoptosis, which is also known
as the mitochondrial apoptotic pathway. This type of apoptosis
strongly relies on the balance of activity between pro- and anti-
apoptotic members of the BCL2 protein family, and differs therein
from two other main apoptotic mechanisms, the granzyme B and
extrinsic pathways (not further discussed in this Review). The two
opposing subfamilies of BCL2 proteins interact with mitochondria,
caspases and each other, to regulate apoptosis (Youle and Strasser,
2008). At least fifteen different BCL2 family members have been
identified in mammals, which are generally divided into three
classes based on their functional and structural characteristics
(Box 1) (Fig. 2). A group of anti-apoptotic proteins – BCL2, BCL-
xL, MCL1, BCLw and BCL2A1 – inhibits the oligomerization of
two pro-apoptotic proteins (BAX and BAK). All these proteins
contain multiple BCL2 homology (BH) domains, in contrast to the

third group of BCL2 proteins (BIM, BMF, BID, BAD, BIK,
NOXA, PUMA and HRK), which only contain a BH3 domain, and
are therefore called the BH3-only proteins (Lomonosova and
Chinnadurai, 2008; Aouacheria et al., 2013). In healthy cells, anti-
apoptotic proteins antagonize the pro-apoptotic function of BAX
and BAK by binding to their BH3 domains (Box 2). However, in
response to intracellular stress signals such as DNA damage, pro-
apoptotic BH3-only proteins bind and inhibit the anti-apoptotic
BCL2 members by inserting their BH3 domain into the
hydrophobic groove of the anti-apoptotic binding partner (Giam
et al., 2008; Juin et al., 2013). This interaction induces the release
and oligomerization of BAX and BAK, leading to a release of
cytochrome C from the mitochondrial intermembrane space.
Together with other pro-apoptotic constituents such as DIABLO
(SMAC), this results in repression of inhibitor of apoptosis proteins
(IAPs) (Youle and Strasser, 2008). Subsequently, cytochrome C
clusters with apoptotic protease activating factor 1 (APAF1) in the
cytoplasm, thereby forming the heptameric apoptosome (Ola et al.,
2011). This apoptosome, in turn, leads to the recruitment of pro-
caspase-9 and subsequent activation of caspase-9, which is then
able to cleave the effector caspases, caspase-3 and caspase-7,
leading to cell death (Fig. 3) (Youle and Strasser, 2008).

The BCL2 protein family members also control anoikis during
mammary gland development, specifically through the two pro-
apoptotic BH3-only proteins BCL2-modifying factor (BMF) and
BCL2-interacting mediator of cell death (BIM) (Mailleux et al., 2007;
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Fig. 1. Mammary gland development.
(A) The rudimentary mammary anlage
differentiates into a functional gland at the
end of puberty. Terminal end buds (TEBs)
are developmental structures that underpin
mammary branching morphogenesis into
the surrounding mammary fat pad. During
pregnancy, alveolar development is
initiated upon hormonal stimulation; a
process that prepares the gland for milk
production. Parturition induces active
lactation, which is halted after cessation of
breast feeding, and leads to mammary tree
regression through a process called
involution. During involution, apoptosis of
many mammary epithelial cells takes
places, returning the mammary gland into
its ground state. (B) The bulb-shaped
terminal buds direct ductal growth into the
mammary fat pad. An outer layer of less-
differentiated cap cells will become
myoepithelial cells, and inner located body
cells will differentiate into luminal cells or
undergo apoptosis in the absence of
adherence (anoikis). The basement
membrane is thinner at the tip from where
the TEB progresses in the surrounding
matrix. The invasive character of the front of
the TEB can be compared with the invasive
front of a tumor mass in the breast. Here,
so-called basal type leader cells lead the
way of the invasive tumor, degrading the
nearby extracellular matrix. (C) Tumor
formation in mammary ducts can develop
when luminal epithelial cells fail to undergo
apoptosis. This results in filling of the
mammary ducts, which is characteristic of
metastatic breast cancer.
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Schuler et al., 2016; Schmelzle et al., 2007). Lumen formation during
mammary development is partly dependent on the inhibition of anti-
apoptotic BCL2 proteins by BIM and BMF (Mailleux et al., 2007;
Schuler et al., 2016). By gradually shifting from high levels of anti-
apoptotic proteins during pregnancy and lactation towards that of pro-
apoptotic proteins at the onset of involution, the mammary gland can
form a highly branched network that is necessary for lactation and at
the same time prepare for a smooth shift to the subsequent apoptotic
involution phase (Colitti, 2011; Kumar et al., 2000; Metcalfe et al.,
1999; Heermeier et al., 1996).

BH3-only proteins in the mammary gland
BIM and BMF are the two main BH3-only proteins in mammary
development, mostly because of their key role in anoikis and lumen
formation. In response to growth factor deprivation or stress in
mammary epithelial cells, BIM and BMF are subjected to direct
transcriptional activation of the forkhead box transcription factor-3A
(FOXO3A) (Dijkers et al., 2000; Hornsveld et al., 2016; Stahl et al.,
2002). In particular, the role of BIM in this context has been well
investigated. In a situation of cellular contact, activation of mitogen
activated protein kinase (MAPK) and AKT by integrin engagement
or activation of receptor tyrosine kinases (RTKs) leads to
phosphorylation of FOXO3A. Phosphorylation of FOXO3A by
MAPK or AKT leads to ubiquitin-mediated degradation of FOXO3A
due to binding ofMDM2 or 14-3-3, respectively (Brunet et al., 1999;
Yang et al., 2008), thereby preventing FOXO3A from transcribing
BIM and initiating intrinsic apoptosis (Fig. 3) (Reginato et al., 2005;
Dijkers et al., 2000). Additionally, BIM is targeted for ubiquitin-
mediated degradation by phosphorylation that is mediated by the
MAPK extracellular signal-regulated kinase (ERK1/2) (Akiyama
et al., 2009). In contrast, upon detachment of mammary epithelial
cells, there is a lack of sustained MAPK activity, allowing FOXO3A

to translocate to the nucleus and transcribe BIM, thereby triggering
controlled cell death (Dijkers et al., 2000).

Since the discovery of BMF as a BH3-only protein it was for a
long time unclear if and how transcriptional activation of BMF
contributed to anoikis in breast cancer cells. However, a recent study
in mouse and human mammary carcinoma cells resolved this issue
and found that activation of BMF is also subjected to regulation by
integrin engagement and RTK activation (Hornsveld et al., 2016).
BMF was identified as a direct target of FOXO3 and expression of
this BH3-only protein is therefore dependent on inhibition of
upstream activation of RTK-dependent signals, such as PI3K-AKT
in metastatic breast cancer cells (Hornsveld et al., 2016).

Recent work in mammary gland development suggests another
transcriptional regulator for BIM and BMF besides FOXO3A. In
cells of the mouse mammary gland it was shown that JAK1-
regulated activation of transcription factor STAT3 is strongly
associated with BMF transcription, and to a lesser extent with
transcription of BIM (Sakamoto et al., 2016). STAT3-dependent
transcription of BMF and BIM occurred specifically during
involution of the mammary gland, a stage of mammary gland
development where mammary epithelial cells undergo massive
apoptosis (Sakamoto et al., 2016; Watson, 2006).

Besides transcriptional control, BIM is also regulated by
alternative splicing and phosphorylation. At least eighteen BIM
splicing isoforms have been observed, with the major ones being
BIMEL (extra long), BIML (long) and BIMS (short), of which the
latter has the strongest pro-apoptotic activity (Adachi et al., 2005;
O’Connor et al., 1998). Depending on the isoform, BIM can either
be phosphorylated (BIMEL) or not (BIMS) (Fig. 2) (Ley et al.,
2005). Additionally, some isoforms contain a dynein-binding site,
whereas others have lost this site during splicing, suggesting that
there are distinct roles for different BIM isoforms (Ley et al., 2005).

Box 1. The BCL2 protein family
The BCL2 family consists of anti- and pro-apoptotic proteins, which
contain four different BCL2 homology (BH) domains named BH1 to BH4
that are at most 20 amino acid residues long, with the exception MCL1,
which lacks a BH4 domain (Ola et al., 2011; Adams and Cory, 1998).
Pro-apoptotic proteins can be divided into two groups, multi-domain
proteins and BH3-only proteins. The former consists of BCL2-associated
X-protein (BAX), BCL2 homologous antagonist/killer (BAK) and BCL2
related ovarian killer (BOK), and are structurally very similar to the pro-
survival proteins, but only contain BH domains 1 to 3 (Czabotar et al.,
2014). There are eight BH3-only proteins: BCL2-interacting mediator of
cell death (BIM), BCL2-modifying factor (BMF), BCL2 antagonist of cell
death (BAD), BH3-interacting domain death agonist (BID), BCL2-
interacting killer (BIK), p53 upregulated modulator of apoptosis
(PUMA), NOXA (Latin for damage) and hara-kiri (HRK) (Fig. 2)
(Lomonosova and Chinnadurai, 2008). Every cell type requires a BCL2
homolog to regulate apoptosis; however, specific pro-apoptotic proteins
are essential to evoke apoptosis in different cell types and under different
circumstances (Ola et al., 2011). This allows the cells to respond to
numerous intracellular death signals. For instance, NOXA and PUMA are
subject to transcriptional regulation by p53 and activated upon DNA
damage that is induced by UV radiation (NOXA) and γ-radiation (PUMA)
(Fig. 3) (Youle and Strasser, 2008; Giam et al., 2008). Other means of
regulating BCL2 proteins include alternative splicing (e.g. BCL2L1
encodes both the anti-apoptotic long BCL-xL or short BCL-xS), post-
translational cleavage (BID to tBID), poly-ubiquitylation (MCL1, BIM) and
post-translational phosphorylation (BIM, BAD) (Blume-Jensen et al.,
1998; Boise et al., 1993; Li et al., 1998; Zhong et al., 2005; Hübner et al.,
2008). Taken together, the BH3-only proteins work as sensors for a
variety of cell stresses in the mammalian cell, thereby strictly controlling
apoptosis under different circumstances and in different cell types.

Box 2. Structure, binding and selectivity of BCL2 proteins
Overall, the same secondary and tertiary protein structure is shared by
nine of the BCL2 proteins (BCL2, BCL-xL, BCLw, MCL1, BCL2A1, BAX,
BAK, BOK and BID), despite the fact that some of these are pro and
others anti-apoptotic (Box 1) (Fig. 2) (Petros et al., 2004; Shamas-Din
et al., 2011). These nine proteins all contain a hydrophobic C-terminal
domain throughwhich they can anchor to intracellular membranes. In the
unbound state, the C-terminus is sequestered in a hydrophobic pocket
that is formed by the BH1, BH2 and BH3 domains (Petros et al., 2004).
Through the hydrophobic groove, they can also bind the amphipathic
α-helix of other BCL2 family members, including the BH3-only proteins
(Czabotar et al., 2014; Lomonosova and Chinnadurai, 2008).
Remarkably, the short BH3 domain of 9-16 residues in the BH3-only
proteins exhibits no further structural resemblance to other BCL2
proteins or each other (Adams and Cory, 1998; Aouacheria et al., 2013).

Small differences in the sequence in the BH3 domain of the BH3-only
proteins result in a diversity in binding potency and selectivity, thereby
allowing them to inhibit different anti-apoptotic BCL2 proteins. For
instance, BIM, tBID (truncated BID) and PUMA are more potent
apoptosis inducers than the other BH3-only proteins, as these three
BH3-only proteins can bind and inhibit all five anti-apoptotic proteins.
Conversely, other BH3-only members are only able to bind to a subset of
anti-apoptotic proteins. For instance, BAD only interacts with BCL2,
BCL-xL andBCLw,whereasNOXAbindsBCL2A1andMCL1 (Chen et al.,
2005). In this way, the joint action of the ‘less-potent’ BH3-only proteins
BAD and NOXA can still be as effective as BIM or PUMA alone, because
in both situations the inhibition of all five anti-apoptotic members is
achieved. This selectivity for different anti-apoptotic proteins is due to
small structural differences, as substitution of a single amino acid allows
BAD to bind all anti-apoptotic proteins, instead of just a subset, rendering it
as potent as BIM, tBID, or PUMA (Juin et al., 2013).
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BIMEL is subjected to specific phosphorylation-dependent control
in human mammary epithelial cells (Reginato et al., 2005). In
detached apoptotic luminal mammary cells that eventually undergo
anoikis, non-phosphorylated BIMEL is present. By contrast, anchored
luminal cells that contain phosphorylated BIMEL will not undergo
anoikis (Reginato et al., 2005). Phosphorylation of BIMEL is induced
by the active MAPK/ERK signaling cascade, which is widely
accepted to be essential for cell survival (Bonni et al., 1999).
In addition, the BIM transcription factor FOXO3A is negatively
regulated by MAPK-dependent phosphorylation, thereby
preventing new BIM mRNA to be transcribed (Yang et al.,
2008). This suggests that MAPK/ERK-dependent phosphorylation
of BIMEL and FOXO3A, and their subsequent degradation promote
cell survival (Luciano et al., 2003). Thus, in attached luminal cells,

survival is promoted owing to phosphorylation-dependent repression
of BIMEL by the MAPK pathway, whereas active unphosphorylated
BIMEL and transcription of BIM by FOXO3A in the absence of
MAPK-mediated phosphorylation leads to anoikis in detached
luminal epithelial cells.

BH3-only proteins as tumor suppressors in breast cancer
Because evasion of apoptosis is considered as a hallmark of cancer
(Hanahan and Weinberg, 2000), the pro-apoptotic function of the
BH3-only proteins proposes them as tumor suppressors. Mice
knockout for individual BH3-only proteins are viable and develop
with relatively few complications, probably due to redundancy
among the BH3-only proteins. However, these mice are more
prone to developing hematological malignancies, supporting the
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4

REVIEW Journal of Cell Science (2018) 131, jcs212563. doi:10.1242/jcs.212563

Jo
u
rn
al

o
f
Ce

ll
Sc
ie
n
ce



Plasma membrane

Mitochondrion

Cytoplasm

Cytochrome C

DNA breakdown

AKT

PI3K

PTEN

Nucleus

FOXO3A

GFR

E-cadherin

p120

ββ-catenin

α-catenin

BAD

BAD
P

P
BAD

P
14-3-3

P
AKT

P

BCL-xL

MCL1

FOXO3A
P P

P

BMF

BAK

BAK

BCL 2

BAX

BCL2

FOXO3A
P P

P

14-3-3

APAF1

DIABLO

Caspase-3 and
Caspase-7 

Caspase-9 Pro-Caspase-9 

IAPs

PUMA
NOXA

NOXA
PUMABIM

BMF

P53

Apoptosome

ERK

RAS

RAF

MEK

ERK
P

GF

Integrin

Cell detachment Cell attachment

MEK
P

BIMEL

BIMEL
Ub

Ub
Ub

BIMEL
P

BAX BAK

BAX

N
O

XA
,

BMF, PUMA

PU
M

A

BIMEL

BCL-xLMCL1

JNK

NOXA

Anoikis
inhibition

Apoptosis inhibition

Apoptosis

Apoptosis inhibition

Anoikis

Anoikis inhibition

Apoptosis

Apoptosis and anoikis DNA breakdown

Nucleus

FOXO3A

NOXA
PUMABIM

BMF

P53

Radiation

Apoptosis and anoikis

Fig. 3. Apoptotic regulation inmammary epithelial cells. In mammary epithelial cells, extracellular cues, such as growth factors (GFs) and cell attachment are
detected by several transmembrane receptors, including integrins, E-cadherin, and growth factor receptors (GFRs), such as HER2. In the presence of growth
factors and cellular contact, the PI3K-AKT and MAPK-ERK pathways downstream of these receptors instruct the proteins of the BCL2 network to keep the cell
alive (inhibition of apoptosis and anoikis). In this situation, pro-apoptotic BCL2 proteins are inactive: for example, BAD is phosphorylated by AKT and
subsequently sequestered by 14-3-3 protein; the transcription factor FOXO3A becomes degraded after ubiquitylation and phosphorylation, and thus BIM and
BMF are not transcribed, and BAK and BAX are kept inactive by anti-apoptotic proteins, such as BCL2, BCL-xL andMCL1. In addition, the BH3-only protein BIMEL

is targeted for ubiquitin-mediated proteasomal degradation after ERK-dependent phosphorylation. When cells lose contact with their surroundings (cell
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assumption that the BH3-only proteins are tumor suppressors
(Tuzlak et al., 2016; Youle and Strasser, 2008).
Indeed, BH3-only proteins have a key role in breast cancer

development, with a main tumor suppressive role for BIM and BMF
in the mammary gland. In the normal mammary ducts, detached
luminal epithelial cells undergo BIM- and BMF-mediated anoikis to
keep the lumen clear of cells and maintain the ducts for milk
secretion. In contrast, in the absence of either one of these proteins,
the mammary ducts undergo luminal filling of hyperplastic
mammary epithelial cells (Schuler et al., 2016; Mailleux et al.,
2007). Luminal filling of the duct with hyperplastic mammary cells
is a characteristic of in situ breast cancer, suggesting that the
deregulation of the apoptotic machinery may underlie breast cancer
development (Bodis et al., 1996). In support of this, it has been
shown that knockout of BIM in the MMTV-PyMT mouse model
of breast cancer increases metastasis (Merino et al., 2015).
Additionally, BMF is located on chromosome 15q14, which is
often lost in metastatic breast cancer (Wick et al., 1996).
Furthermore, both BIM and BMF are suppressed during anoikis
that is executed under hypoxic conditions (Whelan et al., 2010).
Hypoxia, and its main player hypoxia-inducible factor (HIF), are
elevated in mammary tumors compared with normal breast tissue
(Whelan et al., 2010; Vaupel et al., 2002; Gilkes and Semenza,
2013), suggesting that hypoxia contributes to luminal filling and the
disrupted acinar organization that is found in breast carcinoma.
A recent study in E-cadherin-deficient and anoikis-resistant
mammary cells supports the notion of a tumor suppressive role of
BMF in breast cancer (Hornsveld et al., 2016). Here, cells displayed
a lack of transcriptional BMF activation specifically when they were
grown in the absence of cell attachment. In contrast, E-cadherin-
expressing mammary carcinoma cell lines showed a strong increase
in the levels of BMF when cultured in the absence of cell adhesion
(Hornsveld et al., 2016). Not surprisingly, inducible expression of
FOXO3A or BMF was sufficient to inhibit primary tumor
outgrowth and metastasis in a transplantation-based mouse model
of E-cadherin-deficient breast cancer. In short, these data suggest
that there is a therapeutic potential for small molecules resembling
BMF to restore anoikis in luminal mammary epithelial cells and
prevent breast cancer metastasis (Hornsveld et al., 2016).

Upstream regulators of the BH3-only proteins in breast
cancer
Three receptors are often associated with breast cancer formation
and its classification: the human epidermal growth factor receptor 2
(HER2, also known as ERBB2), estrogen receptor (ER) and
progesterone receptor (PR) (Hynes, 2000; Daniel et al., 2011).
HER2 and other RTKs in breast cancer such as HER1 (also known
as epidermal growth factor receptor, EGFR) are essential upstream
negative regulators of the BH3-only proteins and act mainly via
three pathways: PI3K-AKT, MAPK-ERK and JNK (Fig. 3)
(Reginato et al., 2003; Butti et al., 2018; Carpenter and Lo,
2013). Additionally, loss of the pivotal negative regulator of the
AKT pathway, phosphatase and tensin homolog (PTEN), enhances
the effect of increased AKT activity and correlates with the
aggressiveness of breast tumors (Datta et al., 1999; Ebbesen et al.,
2016; Fournier et al., 2009; Bose et al., 2002). Interestingly,
conditional PTEN inactivation in the mouse mammary gland
impaired apoptosis and increased ductal branching (Li et al., 2002).
Mechanistically, downregulation of PTEN releases inhibition of the
PI3K-AKT pathway, which affects the expression of the BH3-only
proteins in multiple ways (Fig. 3) (Datta et al., 1999). First, AKT
stimulates phosphorylation of the BH3-only protein BAD, which

results in its sequestering and inactivation by the 14-3-3 scaffold
proteins (Datta et al., 2000; Subramanian et al., 2001). Second,
AKT indirectly suppresses BIM and BMF through the
phosphorylation and inhibition of their transcription factor
FOXO3A (Dijkers et al., 2000; Hornsveld et al., 2016; Brunet
et al., 1999). Accordingly, cytosolic localization of FOXOs is
associated with poor survival in breast cancer patients (Hu et al.,
2004). Finally, even after cytochrome C release, AKT is able to
inhibit apoptosis by direct phosphorylation of caspase-9. This
possibly inhibits the catalytic activity of caspase-9 and blocks the
subsequent activation of a cascade of caspases that ultimately cause
a controlled breakdown of the cells (Datta et al., 1999). In addition,
AKT promotes cell survival by stabilization of IAPs (Fig. 3) and
thereby indirectly suppresses the apoptotic cascade following
caspase-9 activation (Dan et al., 2004).

The previously discussed MAPK pathway is also activated
downstream of HER2 and EGFR. Upon activation of these
receptors, this pathway negatively regulates apoptosis, partly because
of its inhibition of PTEN (Ebbesen et al., 2016). In membrane-
anchored cells, RTK signaling results in activated MAPK, which
phosphorylates BIMEL and thereby induces its ubiquitin-mediated
degradation, and subsequently inhibits anoikis (Fig. 3). However, in
breast cancer, detached luminal mammary epithelial cells contain
phosphorylated BIMEL, despite disruption of their RTK signaling
due to cell detachment, and they therefore resist BIM-mediated
anoikis. The resulting luminal filling is characteristic of in situ breast
cancer (Colitti, 2012; Reginato et al., 2005).

JNK signaling represents a third pathway downstream of the main
hormonal receptors in breast cancer that is involved in anoikis
(Martin and Vuori, 2004; Bubici and Papa, 2014). In contrast to
MAPK-ERK and PI3K-AKT signaling, JNK can promote, rather
than inhibit, anoikis in human mammary epithelial cells, partly
through JNK-dependent phosphorylation of BMF (Girnius and
Davis, 2017). The tumor suppressive and apoptosis-promoting role
of JNK is in line with inactivating mutations found in JNK pathway
proteins in human breast cancer and is linked to shortened tumor-
free survival in a murine spontaneous breast cancer model
(Cellurale et al., 2010; Su et al., 2002).

Therefore, in breast cancer, activation of PI3K-AKT, MAPK-
ERK and JNK converge on the BCL2 network downstream of
HER2 and other RTKs, resulting in the direct and indirect inhibition
of a wide range of BH3-only proteins, including BIM and BMF.
This emphasizes the importance of the BCL2 and BH3-only
proteins in breast cancer and points to the potential for targeted
therapies focusing on the BCL2 network.

BH3-only proteins contribute to chemotherapy resistance
Failure to activate BH3-only proteins not only enables breast cancer
cells to develop tumors, but also underpins cancer progression and
chemotherapy resistance. Conventional chemotherapy aims to
prevent cancer cell proliferation or induce their apoptosis. However,
it appears clear that the intrinsic apoptosis pathway is not properly
executed in cancer cells that repress the BH3-only proteins. For
instance, the molecular chaperone glucose-related protein 78 kDa
(GRP78; also known as HSPA5) is overexpressed in 67% of
malignant breast cancers and confers a slight chemotherapy resistance
in breast cancer patients (Fernandez et al., 2000; Lee et al., 2006).
GRP78 forms a complex with BH3-only protein BIK in the
endoplasmic reticulum, which prevents BIK-induced apoptosis in
ER+ breast cancer (Fu et al., 2007). Furthermore, mice deficient in
BAX show aberrant mammary gland development and accelerated
mammary tumor formation (Heermeier et al., 1996; Shibata et al.,
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1999). Accordingly, reduced levels of BAX mRNA and protein are
observed in breast cancers, and loss of BAX in breast tumors has been
correlated with a poor prognosis because these tumors are less
responsive to chemotherapy (Bargou et al., 1995; Krajewski
et al., 1995).
Additionally, higher levels of anti-apoptotic proteins, such as

BCL2 andMCL1, can counteract the pro-apoptotic activity of BH3-
only proteins. Indeed, upregulation of BCL2 is found in 73% of
breast cancers, with BCL2 overexpression in 85% of the ER+ breast
cancer cases, possibly because of the presence of two estrogen-
responsive elements in the BCL2 promoter (Vaillant et al., 2013;
Dawson et al., 2010). TheMCL1 gene is amplified in 20% of breast
cancers (Dawson et al., 2010; Campbell et al., 2018), and high
levels of MCL1 have been associated with resistance to the RTK
inhibitor lapatinib, which is often used for breast cancer treatment
due to its inhibition of HER2 (Martin et al., 2008)
As outlined in these examples and the aforementioned inhibition of

BH3-only transcription or release, breast cancer cells deploy both
hormone-dependent (BCL2) and -independent means (through
MCL1) to circumvent BH3-mediated apoptosis, supporting tumor
growth and contributing to chemotherapy resistance. Accordingly, one
approach for therapy could be to increase the levels of BH3-only
proteins to compensate for the imbalance in levels of anti- and pro-
apoptotic proteins. Indeed, restoring the balance between pro- and anti-
apoptotic proteins has emerged as a promising strategy to reduce tumor
growth and regain chemotherapy sensitivity (Delbridge et al., 2016).

Development of BH3 mimetics
Over the years, several strategies have been developed in an attempt
to shift the balance between the opposing factors of the BCL2
network in cancer in favor of the pro-apoptotic proteins (Strasser
et al., 2011). The most promising approach proved to be the use of

BH3 mimetics, owing to their more downstream position in the
oncogenic growth factor receptor-dependent pathways. To be
recognized as a true BH3 mimetic, a molecule needs to bind at least
one of the BCL2 family members in the nanomolar range and
subsequently kill the cell in a BAX- or BAK-dependent manner
(Billard, 2013; Lessene et al., 2008). The mechanism of action of a
BH3 mimetic comprises the following steps: it disrupts the binding
between a native BH3-only protein and an anti-apoptotic protein,
then it replaces the native, captured BH3-only protein, which leads
to the native BH3 protein being released, so it can consequently
exert its function towards BAX and BAK (Fig. 4). In addition, a
BH3 mimetic can also replace BAX or BAK that has been captured
by an anti-apoptotic factor (Fig. 4) (Ni Chonghaile and Letai,
2008).

Using innovative library screening techniques together with
structural biology, peptide mimetics and advances in combinatorial
chemistry, a wide variety of BH3 mimetics that resemble different
BH3-only proteins have been designed (Billard, 2013). Since
different BH3-only proteins exhibit different binding affinities with
the anti-apoptotic BCL2 members, it is important to consider
which BH3-only protein a BH3 mimetic should target (Box 2).
Several library screens with naturally occurring products identified
bacterial compounds that bind to the hydrophobic groove of BCL2
and BCL-xL (Nakashima et al., 2000; Tzung et al., 2001). These
endeavors resulted in BH3 mimetics derived from the cotton
plant protein Gossypol, such as its orally available (−)enantiomer
AT-101, which binds to anti-apoptotic BCL2, BCL-xL and MCL1
(Lessene et al., 2008). AT-101 showed some anti-tumor effects in
patients with chronic lymphocytic leukemia (CLL) in phase I/II
clinical trials, but appeared less promising in phase II studies for
prostate cancer and small cell lung cancer (Ready et al., 2011).
Gossypol derivatives were developed in order to reduce the toxic

Normal cell Tumor cell
Tumor cell with
BH3 mimetics Primed cell

BAX/BAK
BH3-only
protein

Anti-apoptotic
factor

BH3
mimetic 

14-3-3 scaffold
protein Proteasome

Cytochrome C Degraded
proteinPhosphorylation

Key

1

2

3

2

P

P

Fig. 4. Mechanismof action of BH3mimetics. In normal cells under apoptotic conditions, the amount of BH3-only proteins exceeds the amount of anti-apoptotic
proteins. This results in free and activated BAX and BAK that can undergo a conformational change and oligomerize in the outer mitochondrial membrane. The
latter event induces permeabilisation, release of cytochrome C, and ultimately apoptosis. In tumor cells, multiple mechanisms exist to prevent mitochondrial
membrane permeabilisation and subsequent apoptosis. (1) BAX and BAK can be somatically mutated in cancer, leading to attenuation of binding and
oligomerization with each other or BH3-only proteins. (2) Levels of BH3-only proteins can be reduced owing to a block in their transcription, proteasome-mediated
degradation or sequestration by scaffold proteins when they are phosphorylated. (3) Tumor cells can also have increased levels of anti-apoptotic factors because
of a higher transcription rate or enhanced activation. A combination of these mechanisms possibly underpins apoptosis evasion and anoikis resistance in cancer
cells. Tumor cells can be treated with small molecules that mimic the BH3-only proteins. These so-called BH3mimetics can bind to the hydrophobic groove of anti-
apoptotic proteins; this compensates for the low levels of BH3-only proteins and induces activation of BAX or BAK, release of cytochrome C and apoptosis. In
‘primed’ cells, an increased level of anti-apoptotic proteins is compensated by an increased amount of BH3-only proteins. Although anti-apoptotic proteins are
abundant, they are captured by BH3-only proteins.
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effects ofGossypol and to increase its target specificity. These include
TW-37, Apogossypolone (ApoG2) and Sabutoclax, which all
demonstrate anti-proliferative effects, reduced toxicity and increased
serum half-life when compared with Gossypol (Wei et al., 2009;
Mohammad et al., 2007; Dash et al., 2011). Although these
compounds have shown promising anti-tumorigenic activity in cell
lines and mouse models, they have not entered clinical trials so far.
Development of a BH3mimetic that targets the majority of BCL2

members is of great interest to reduce the chances of acquired
resistance for one or several anti-apoptotic members. However,
owing to small structural differences between the BH3 binding
groove of MCL1 and the other anti-apoptotic proteins (Box 2), it is
challenging to develop a pan-apoptotic BH3 mimetic (Thomas
et al., 2013; Lee et al., 2009). Concomitantly, a pan-apoptotic BCL2
inhibitor is more likely to cause toxic effects in healthy cells.
Despite these challenges, a non-toxic pan-apoptotic BH3 mimetic
was developed: Obatoclax (GX15-070), which targets BCL2,
BCL-xL, BCLw, MCL1 and BCL2A1 (Goard and Schimmer,
2013; Nguyen et al., 2007). Obatoclax disrupts complex formation
between MCL1 and BAK and releases the BH3-only protein BIM
from BCL2 (Lessene et al., 2008). Although promising, clinical
results were mostly achieved in hematological tumors, which
included the complete remission of one acute myeloid leukemia
(AML) patient for eight months (Schimmer et al., 2008). Despite the
fact that Obatoclax is well tolerated with transient dose-limiting
effects such as somnolence, this drug has not been approved for
clinical use, mainly because of devastating results in a phase II
clinical trial for myelofibrosis, where some patients showed
progression in their disease or developed AML and five patients
discontinued as a result of adverse side effects (Parikh et al., 2010).
The first rationally designed true BH3 mimetic ABT-737 was

developed with the aid of nuclear magnetic resonance (NMR)-based
screening (Oltersdorf et al., 2005). Similar to a wild-type BAD
molecule, both ABT-737 and its orally available counterpart ABT-
263 (Navitoclax) bind with high affinity to anti-apoptotic BCL2,
BCLw and BCL-xL, but not to MCL1, and result in release of BAX
and BAK from BCL2, and BIM from BCL2 (Oakes et al., 2012).
Navitoclax is as potent as ABT-737, but exhibits more favorable
physiochemical and pharmaceutical properties, making it orally
bioavailable (Billard, 2013; Tse et al., 2008). Navitoclax entered early
phase clinical trials against several lymphomas, but despite promising
anti-tumor effects, studies had to be discontinued due to dose-
dependent thrombocytopenia (low levels of platelets) at one hour after
administration, which occurs because platelets heavily depend on
BCL-xL for their survival (Oltersdorf et al., 2005; Tse et al., 2008;
Wilson et al., 2010). Consequently, this dose-limiting toxicity limits
the ability to increase the concentrations of Navitoclax to a range in
which they would be highly efficacious. Subsequently, a third true
BH3 mimetic was developed to circumvent the toxic effects of
Navitoclax. This new compound, ABT-199 (Venetoclax), selectively
binds to BCL2 with high affinity, but not to BCL-xL or BCLw
(Souers et al., 2013). Therefore, Venetoclax has a minimal effect on
circulating platelets, resulting in a more effective treatment
(Vandenberg and Cory, 2013; Vogler et al., 2013). Venetoclax has
proved to be especially valuable in treatment of lymphoma and
leukemia, as most of these cancers depend heavily on anti-apoptotic
BCL2 (Mihalyova et al., 2018).

BH3 mimetics as targeted intervention strategies to treat
breast cancer
Several putative and true BH3 mimetics have proved effective in
breast cancer therapy, in particular, in combination with conventional

chemotherapeutics and ER antagonists. For instance, ABT-737
potentiates the anti-tumor effect of the cytostatic docetaxel in basal-
like breast cancers that express elevated levels of BCL2 (Oakes et al.,
2012). Interestingly, ABT-737 was able to reverse acquired
radiotherapy resistance of breast cancer cells (Li et al., 2012).
Venetoclax also showed positive results in breast cancer patients,
especially in thosewith an ER+ characteristic, as these tumors express
high levels of BCL2, which is specifically targeted by Venetoclax
(Vaillant et al., 2013; Dawson et al., 2010). Particularly in
combination with tamoxifen, Venetoclax significantly decreased
tumor growth of breast cancer xenografts (Merino et al., 2015;
Vaillant et al., 2013). Moreover, Venetoclax restores anoikis in
metastatic E-cadherin-negative mammary carcinoma cells in a dose-
dependent manner (Hornsveld et al., 2016) and enhances lethality
induced by the pan-ERBB inhibitor Neratinib. The latter was
hypothesized to occur due to an indirect suppression of MCL1 and
BCL-xL and increase of the ATM-AMPKα-ULK1(S317) pathway,
leading to the formationof toxic autophagosomes (Booth et al., 2018).

Interestingly, the enhanced expression of anti-apoptotic proteins
leads not only to drug resistance, as discussed above, but also to
drug sensitivity. For instance, expression of the anti-apoptotic
BCL2 is commonly associated with a favorable prognosis in breast
cancer and exhibits a less-malignant phenotype as compared with
patients with a BCL2-negative phenotype (Dawson et al., 2010;
Frenzel et al., 2009; Krajewski et al., 1999). This apparent paradox
can be explained by the strong induction of the expression of BH3-
only proteins in response to the high levels of BCL2. In a situation
where the majority of BCL2 is bound to BH3-only proteins, the cell
could be considered ‘primed’, and apoptosis will thus occur soon
after administration of chemotherapeutics that target the anti-
apoptotic factor (Fig. 4). However, if the amount of anti-apoptotic
proteins exceeds that of the BH3-only proteins, cells are unprimed
and less sensitive for certain types of treatment (Letai, 2008).
Therefore, increasing the responsiveness of BH3-only proteins in
apoptosis-resistant cells by using BH3 mimetics may induce a
primed state and trigger sensitivity to chemotherapeutic agents. In
this way, a combination of using BH3 mimetics and standard
chemotherapy could potentially shift the balance in favor of pro-
apoptotic cancer cell death through BCL2 inhibition, whereas
treatment with chemotherapy alone merely returns the cell to its
primed state. In short, it is clear that the clinical implementation of
BH3 mimetics in combination with standard chemotherapy and/or
targeted interventions such as hormone- and growth-factor-receptor
antagonists is a promising entrée for the future treatment of
metastatic breast cancer.

Conclusions and perspectives
In conclusion, inhibition of BCL2 survival factors using BH3
mimetics holds great promise for the treatment of solid cancers that
depend on growth factor and/or hormone receptor-dependent
attenuation of the intrinsic apoptotic machinery. Current clinical
endeavors are focusing on non-small cell lung cancer (SCLC),
colon cancer and melanoma, employing the BH3-only mimetics to
augment chemotherapy and targeted intervention regimens. Recent
studies have provided a clear rationale for the implementation of
Navitoclax and Venetoclax in the management of both ER-positive
and ER-negative breast cancer. Because metastatic cancer cells
critically depend on anchorage-independent survival, and recent
findings have indicated that anoikis resistance of breast cancer cells
can be overcome by tilting the pro-apoptotic balance in favor of
BMF and BIM, the time has come to release BH3-only mimetics
into the clinical arena for treatment of invasive breast cancer.
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